Gene Name Name of Protein {UniProtiD_SPECIES, protsin name, origin spacies, gena name) Peptide Count in IP Peptide Count in IgG Fold Enrichment
ACTN1 P12814IACTN1_HUMAN Alpha-actinin-1 0S=Homo sapiens GN=ACTN1 PE=1 SV=2 15 0 Not in IgG control
2C3H11A 07515212C11A_HUMAN Zinc finger CCCH domain-containing protein 11A 0S=Homo sapiens GN=ZC3H11A PE=1 SV=3 i 0 Not in IgG control
PLEC Q15149IPLEC_HUMAN Plectin OS=Homo sapiens GN=PLEC PE=1 SV=3 9 0 Not in IgG control
UBAT P22314IUBAT_HUMAN Ubiquitin-like modifier-activating enzyme 1 0S=Homo sapiens GN=UBAT PE=1 SV=3 9 0 Not in IgG control
KMT2D 014686IKMT2D_HUMAN Histone-lysine N-methyltransferase 2D 0S=Homo sapiens GN=KMT2D PE=1 SV=2 7 0 Not in IgG control
GART P22102IPUR2_HUMAN purine protein ack 0S=Homo sapiens GN=GART PE=1 SV=1 6 0 Not in Ig6 control
DSP P15924IDESP_HUMAN Desmoplakin 0S=Homo sapiens GN=DSP PE=1 SV=3 6 ) Not in IgG control
FLG P20930IFILA_HUMAN Filaggrin OS=Homo sapiens GN=FLG PE=1 SV=3 6 0 Not in IgG control
DHX15 043143IDHX15_HUMAN Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Homo sapiens GN=DHX15 PE=1 SV=2 5 0 Not in IgG control
KDM1A 060341IKDM1A_HUMAN Lysine-specific histone demethylase 1A OS=Homo sapiens GN=KDM1A PE=1 SV=2 5 0 Not in IgG control
EIF38 P55884IEIF38_HUMAN Eukaryotic translation initiation factor 3 subunit B OS=Homo sapiens GN=EIF38 PE=1 SV=3 5 0 Not in IgG control
GAPDH _HUMAN -phospl 0S=Homo sapiens GN=GAPDH PE=1 SV=3 5 0 Not in IgG control
ABCA1 095477IABCAT_HUMAN ATP-binding cassette sub-family A member 1 0S=Homo sapiens GN=ABCA1 PE=1 SV=3 5 0 Not in IgG control
COPB1 P53618ICOPB_HUMAN Coatomer subunit beta OS=Homo sapiens GN=COPB1 PE=1 SV=3 4 0 Not in IgG control
Mccc Q96RQ3IMCCA_HUMAN oA subunit alpha, 0S=Homo sapiens GN=MCCC1 PE=1 SV=3 4 o Not in IgG control
MCM2 P49736IMCM2_HUMAN DNA replication licensing factor MCM2 OS=Homo sapiens GN=MCM2 PE=1 SV=4 4 0 Not in IgG control
MCM3 P25205IMCM3_HUMAN DNA replication licensing factor MCM3 OS=Homo sapiens GN=MCM3 PE=1 SV=3 4 0 Not in IgG control
DSG1 Q02413IDSG1_HUMAN Desmoglein-1 0S=Homo sapiens GN=DSG1 PE=1 SV=2 4 0 Not in IgG control
ENOT P06733IENOA_HUMAN Alpha-enolase 0S=Homo sapiens GN=ENO1 PE=1 SV=2 4 0 Not in IgG control
COL28AT Q2UY09ICOSAT_HUMAN Collagen alpha-1(XXVIll) chain 0S=Homo sapiens GN=COL28AT PE=2 SV=2 4 0 Not in IgG control
ACLY P53396IACLY_HUMAN ATP-citrate synthase OS=Homo sapiens GN=ACLY PE=1 SV=3 4 0 Not in IgG control
DSC1 Q08554/DSC1_HUMAN Desmocollin-1 OS=Homo sapiens GN=DSC1 PE=1 SV=2 4 0 Not in Ig6 control
PP P12273IPIP_HUMAN Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1 3 ) Not in IgG control
NOLC1 Q14978INOLC1_HUMAN Nucleolar and coiled-body phosphoprotein 1 0S=Homo sapiens GN=NOLC1 PE=1 SV=2 3 0 Not in IgG control
STRADA Q7RTN6ISTRAA_HUMAN STE20-related kinase adapter protein alpha 0S=Homo sapiens GN=STRADA PE=1 SV=1 3 0 Not in IgG control
MTHFD1 P11586/C1TC_HUMAN C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MTHFD1 PE=1 SV=3 3 0 Not in IgG control
BB POCGA7IUBB_HUMAN Polyubiquitin-B 0S=Homo sapiens GN=UBB PE=1 SV=1 3 0 Not in IgG control
cLte QO0610ICLH1_HUMAN Clathrin heavy chain 1 0S=Homo sapiens GN=CLTC PE=1 SV=5 3 0 Not in IgG control
EEAT Q1507SIEEAT_HUMAN Early endosome antigen 1 0S=Homo sapiens GN=EEAT PE=1 SV=2 3 0 Not in IgG control
GIMAPS Q8ND71IGIMAB_HUMAN GTPase IMAP family member 8 OS=Homo sapiens GN=GIMAP8 PE=2 SV=2 3 0 Not in Ig6 control
TNPOT Q92973ITNPO1_HUMAN Transportin-1 OS=Homo sapiens GN=TNPO1 PE=1 SV=2 3 ) Not in IgG control
CASP14 P31944ICASPE_HUMAN Caspase-14 OS=Homo sapiens GN=CASP14 PE=1 SV=2 3 0 Not in IgG control
CAMSAP2 QO8ADTICAMP2_HUMAN Calmodulin-regulated spectrin-associated protein 2 0S=Homo sapiens GN=CAMSAP2 PE=1 SV=3 3 0 Not in IgG control
SEC24C P53992ISC24C_HUMAN Protein transport protein Sec24C 0S=Homo sapiens GN=SEC24C PE=1 SV=3 3 0 Not in IgG control
MCM6 Q14566MCMG_HUMAN DNA replication licensing factor MCM6 OS=Homo sapiens GN=MCM6 PE=1 SV=1 3 0 Not in IgG control
PSMD1 Q99460IPSMD1_HUMAN 265 proteasome non-ATPase regulatory subunit 1 0S=Homo sapiens GN=PSMD1 PE=1 SV=2 3 0 Not in IgG control
DCD PB1605IDCD_HUMAN Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 3 0 Not in IgG control
EFTUD2 Q150291U5S1_HUMAN 116 kDa US small nuclear ribonucleoprotein component 0S=Homo sapiens GN=EFTUD2 PE=1 SV=1 3 0 Not in IgG control
DNAH11 Q9GDTSIDYH11_HUMAN Dynein heavy chain 11, axonemal OS=Homo sapiens GN=DNAH11 PE=1 SV=4 3 ) Not in IgG control
MSH2 P43246IMSH2_HUMAN DNA mismatch repair protein Msh2 OS=Homo sapiens GN=MSH PE=1 SV=1 3 0 Not in IgG control
SFPQ P23246ISFPQ_HUMAN Splicing factor, proline- and glutamine-rich 0S=Homo sapiens GN=SFPQ PE=1 SV=2 3 0 Not in IgG control
XPOT 043592IXPOT_HUMAN Exportin-T 0S=Homo sapiens GN=XPOT PE=1 SV=2 3 0 Not in IgG control
CoPG1 Q9Y678ICOPGT_HUMAN Coatomer subunit gamma-1 OS=Homo sapiens GN=COPG1 PE=1 SV=1 3 0 Not in IgG control
CACNATS Q13698ICACTS_HUMAN Voltage-dependent L-type calcium channel subunit alpha-15 0S=Homo sapiens GN=CACNA1S PE=1 SV=4 3 0 Not in IgG control
ZSWIM3 QUBMPSIZSWM3_HUMAN Zinc finger SWIM domain-containing protein 3 0S=Homo sapiens GN=2SWIM3 PE=2 SV=2 2 0 Not in IgG control
HNRNPUL QIBUZIHNRLT_HUMAN Heterogeneous nuclear ribonucleoprotein U-like protein 1 0S=Homo sapiens GN=HNRNPUL1 PE=1 SV=2 2 0 Not in IgG control
GPLD1 P80108IPHLD_HUMAN g p D 0S=Homo sapiens GN=GPLD1 PE=1 SV=3 2 ) Not in IgG control
MCMS P33992IMCMS_HUMAN DNA replication licensing factor MCMS OS=Homo sapiens GN=MCMS PE=1 SV=5 2 0 Not in IgG control
$100A8 P051091S10AB_HUMAN Protein $100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1 2 0 Not in Ig6 control
COL28AT Q2UY09ICOSAT_HUMAN Collagen alpha-1(XXVIll) chain OS=Homo sapiens GN=COL28A1 PE=2 SV=2 2 0 Not in IgG control
ARG1 POSOB9IARGIT_HUMAN Arginase-1 OS=Homo sapiens GN=ARG1 PE=1 SV=2 2 0 Not in IgG control
CHD3 Q12873ICHD3_HUMAN Chromodomain-helicase-DNA-binding protein 3 0S=Homo sapiens GN=CHD3 PE=1 SV=3 2 0 Not in IgG control
AMBRAT QICOC7IAMRAT_HUMAN Activating molecule in BECN1-regulated autophagy protein 1 0S=Homo sapiens GN=AMBRA1 PE=1 SV=2 2 0 Not in IgG control
MCM4 P33991IMCM4_HUMAN DNA replication licensing factor MCM4 OS=Homo sapiens GN=MCM4 PE=1 SV=5 2 0 Not in IgG control
AP1B1 Q10567/AP1B1_HUMAN AP-1 complex subunit beta-1 0S=Homo sapiens GN=AP1B1 PE=1 SV=2 2 ) Not in IgG control
WDR62 043379IWDR62_HUMAN WD repeat-containing protein 62 0S=Homo sapiens GN=WDR62 PE=1 SV=4 2 0 Not in IgG control
UBA2 QIUBT2ISAE2_HUMAN SUMO-activating enzyme subunit 2 0S=Homo sapiens GN=UBA2 PE=1 SV=2 2 0 Not in IgG control
HNRNPUL2 qQ 2_HUMAN nuclear U-like protein 2 0S=Homo sapiens GN=HNRNPUL2 PE=1 SV=1 2 0 Not in IgG control
HMGN3 Q15651IHMGN3_HUMAN High mobility group nucleosome-binding domain-containing protein 3 0S=Homo sapiens GN=HMGN3 PE=1 SV=2 1 0 Not in IgG control
RANBP17 ‘Q9H2T7IRBP17_HUMAN Ran-binding protein 17 0S=Homo sapiens GN=RANBP17 PE=2 SV=1 1 0 Not in IgG control
GSDMA QY6QASIGSDMA_HUMAN Gasdermin-A OS=Homo sapiens GN=GSDMA PE=1 SV=4 1 0 Not in IgG control
TRIM68 Q6AZZ1ITRIEB_HUMAN E3 ubiquitin-protein ligase TRIM68 OS=Homo sapiens GN=TRIMG8 PE=1 SV=1 1 0 Not in Ig6 control
EIF3CL BSME19IEIFCL_HUMAN Eukaryotic translation initiation factor 3 subunit C-lie protein OS=Homo sapiens GN=EIF3CL PE=3 SV=1 1 ) Not in IgG control
i P10599ITHIO_HUMAN Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3 1 0 Not in IgG control
MS4A10 Q96PG2IM4A10_HUMAN Membrane-spanning 4-domains subfamily A member 10 OS=Homo sapiens GN=MS4A10 PE=2 SV=3 1 0 Not in IgG control
TOP1 P11387ITOP1_HUMAN DNA topoisomerase 1 0S=Homo sapiens GN=TOP1 PE=1 SV=2 1 0 Not in IgG control
CHUK 0151111IKKA_HUMAN Inhibitor of nuclear factor kappa-B kinase subunit alpha OS=Homo sapiens GN=CHUK PE=1 SV=2 1 0 Not in IgG control
PXMP2 ‘QINR77IPXMP2_HUMAN Peroxisomal membrane protein 2 0S=Homo sapiens GN=PXMP2 PE=1 SV=3 1 0 Not in IgG control
CDSN Q15517ICDSN_HUMAN Comeodesmosin 0S=Homo sapiens GN=CDSN PE=1 SV=3 1 0 Not in IgG control
LONP1 P36776ILONM_HUMAN Lon protease homolog, mitochondrial OS=Homo sapiens GN=LONP1 PE=1 SV=2 1 0 Not in IgG control
ASB4 Q9Y5741ASB4_HUMAN Ankyrin repeat and SOCS box protein 4 0S=Homo sapiens GN=ASB4 PE=2 SV=1 1 ) Not in IgG control
USP30 Q70CQ3IUBP30_HUMAN Ubiquitin carboxyl-terminal hydrolase 30 0S=Homo sapiens GN=USP30 PE=1 SV=1 1 0 Not in IgG control
TMEM26 Q6ZUK4ITMM26_HUMAN Transmembrane protein 26 OS=Homo sapiens GN=TMEM26 PE=1 SV=1 1 0 Not in IgG control
RABGB QINRW1IRABGB_HUMAN Ras-related protein Rab-6B 0S=Homo sapiens GN=RABGB PE=1 SV=1 1 0 Not in IgG control
MATR3 P43243IMATR3_HUMAN Matrin-3 0S=Homo sapiens GN=MATR3 PE=1 SV=2 70 9 778
ASAP2 0431501ASAP2_HUMAN Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 2 OS=Homo sapiens GN=ASAP2 PE=1 SV=3 5 1 5.00
FLG2 Q5DB62IFILAZ_HUMAN Filaggrin-2 0S=Homo sapiens GN=FLG2 PE=1 SV=1 4 1 4.00
SYNET QBNFOTISYNET_HUMAN Nesprin-1 0S=Homo sapiens GN=SYNE1 PE=1 SV=4 7 2 3.50
Q _HUMAN Putative heat shock protein HSP 90-beta 2 0S=Homo sapiens GN=HSP9OAB2P PE=1 SV=2 3 1 3.00
Q _HUMAN Putative heat shock protein HSP 90-beta 4 0S=Homo sapiens GN=HSPIOAB4P PE=5 SV=1 3 1 3.00
TRIM28 Q13263ITIF1B_HUMAN Transcription intermediary factor 1-beta 0S=Homo sapiens GN=TRIM28 PE=1 SV=5 mn 4 275
DDX1 Q92499IDDX1_HUMAN ATP-dependent RNA helicase DDX1 0S=Homo sapiens GN=DDX1 PE=1 SV=2 5 2 2.50
ATP2A2 P16615IAT2A2_HUMAN Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 0S=Homo sapiens GN=ATP2A2 PE=1 SV=1 5 2 2.50
SND1 Q7KZF4ISND1_HUMAN Staphylococcal nuclease domain-containing protein 1 0S=Homo sapiens GN=SND1 PE=1 SV=1 1 5 2.20
XPO1 014980IXPO1_HUMAN Exportin-1 0S=Homo sapiens GN=XPOT PE=1 SV=1 4 2 2.00
HSPA4 P34932IHSP74_HUMAN Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=4 10 5 2.00
KATNAL2 QBIVT4IKATL2_HUMAN Katanin p60 ATPase-containing subunit A-like 2 0S=Homo sapiens GN=KATNAL2 PE=2 SV=3 2 1 2.00
MUCSAC P9BOBBIMUCSA_HUMAN Mucin-SAC 0S=Homo sapiens GN=MUCSAC PE=1 SV=4 4 2 2.00
ILF3 Q12906IILF3_HUMAN Interleukin enhancer-binding factor 3 0S=Homo sapiens GN=ILF3 PE=1 SV=3 4 2 2.00
FAAH2 Q6GMR7IFAAH2_HUMAN Fatty-acid amide hydrolase 2 0S=Homo sapiens GN=FAAHZ PE=2 SV=1 2 1 2.00




DDX21 QINR30IDDX21_HUMAN Nucleolar RNA helicase 2 0S=Homo sapiens GN=DDX21 PE=1 SV=5 9 5 1.80
AARS "_HUMAN Al ligase, 0S=Homo sapiens GN=AARS PE=1 SV=2 7 4 175
TFRC PO2786ITFR1_HUMAN Transferrin receptor protein 1 0S=Homo sapiens GN=TFRC PE=1 SV=2 6 4 1.50
MARS P56192ISYMC_HUMAN Methionine—tRNA ligase, cytoplasmic OS=Homo sapiens GN=MARS PE=1 SV=2 6 4 1.50
GANAB Q14697IGANAB_HUMAN Neutral alpha-glucosidase AB 0S=Homo sapiens GN=GANAB PE=1 SV=3 9 6 1.50
HSPIOAAT PO7900IHS90A_HUMAN Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA1 PE=1 SV=5 18 14 1.29
PDCD6IP QBWUMA4IPDC6I_HUMAN Programmed cell death 6-interacting protein 0S=Homo sapiens GN=PDCD6IP PE=1 SV=1 5 4 1.25
HNRNPU C _HUMAN nuclear U 0S=Homo sapiens GN=HNRNPU PE=1 SV=6 9 8 113
HSPIOAB1 PO8238IHSI0B_HUMAN Heat shock protein HSP 90-beta 0S=Homo sapiens GN=HSPIOAB1 PE=1 SV=4 29 27 1.07
2C3H12C QICOD7IZC1 2C_HUMAN Probable ribonuclease ZC3H12C 0S=Homo sapiens GN=ZC3H12C PE=1 SV=2 1 1 1.00
VCP P55072ITERA_HUMAN Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP PE=1 SV=4 13 13 1.00
XRCCS P13010IXRCCS_HUMAN X-ray repair cross-complementing protein 5 0S=Homo sapiens GN=XRCCS PE=1 SV=3 3 3 1.00
PSMD2 Q13200/PSMD2_HUMAN 265 proteasome non-ATPase regulatory subunit 2 0S=Homo sapiens GN=PSMD2 PE=1 SV=3 2 2 1.00
SHC1 P29353ISHCT_HUMAN SHC-transforming protein 1 0S=Homo sapiens GN=SHC1 PE=1 SV=4 1 1 1.00
CREBRF QBIURGICRERF_HUMAN CREB3 regulatory factor 0S=Homo sapiens GN=CREBRF PE=1 SV=2 1 1 1.00
PATL2 C9JE4OIPATL2_HUMAN Protein PAT1 homolog 2 0S=Homo sapiens GN=PATL2 PE=1 SV=1 1 1 1.00
SASH1 094885ISASH1_HUMAN SAM and SH3 domain-containing protein 1 0S=Homo sapiens GN=SASH1 PE=1 SV=3 2 2 1.00
ALB P02768IALBU_HUMAN Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 5 5 1.00
CAP2 P40123ICAP2_HUMAN Adenylyl cyclase-associated protein 2 0S=Homo sapiens GN=CAP2 PE=1 SV=1 1 1 1.00
EEF1A2 QO5639IEF1A2_HUMAN Elongation factor 1-alpha 2 0S=Homo sapiens GN=EEF1A2 PE=1 SV=1 1 1 1.00
TRAPT Q12931ITRAP1_HUMAN Heat shock protein 75 kDa, mitochondrial 0S=Homo sapiens GN=TRAP1 PE=1 SV=3 2 2 1.00
HSP90B1 P14625IENPL_HUMAN Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 19 21 0.90
ACTN4 043707IACTN4_HUMAN Alpha-actinin-4 0S=Homo sapiens GN=ACTN4 PE=1 SV=2 8 9 0.89
KHSRP Q92945IFUBP2_HUMAN Far upstream element-binding protein 2 0S=Homo sapiens GN=KHSRP PE=1 SV=4 3 4 0.75
EEF2 P136391EF2_HUMAN Elongation factor 2 0S=Homo sapiens GN=EEF2 PE=1 SV=4 17 24 0.71
LAMB1 P07942ILAMB1_HUMAN Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=2 2 3 0.67
SPECCTL-ADORA2A FBWANT_HUMAN Protein SPECC1L-ADORA2A OS=Homo sapiens GN=SPECC1L-ADORA2A PE=4 SV=2 2 3 0.67
CSETL P550601XPO2_HUMAN Exportin-2 0S=Homo sapiens GN=CSE1L PE=1 SV=3 3 B 0.60
NCL P19338INUCL_HUMAN Nucleolin 0S=Homo sapiens GN=NCL PE=1 SV=3 6 10 0.60
FAHD2A QI6GK7IFAH2A_HUMAN hydrolase d ing protein 2A 0S=Homo sapiens GN=FAHD2A PE=1 SV=1 1 2 0.50
CDK16 Q00536ICDK16_HUMAN Cyclin-dependent kinase 16 0S=Homo sapiens GN=CDK16 PE=1 SV=1 1 2 0.50
Cys-GrB-Fc-RSPO1 IAOAO24R160_HUMAN Cys-GrB-Fc-RSPO1 OS=Homo sapiens GN=Cys-GrB-Fc-RSPO1 PE=3 SV=1 1 3 0.33
KPNB1 Q14974IIMB1_HUMAN Importin subunit beta-1 0S=Homo sapiens GN=KPNB1 PE=1 SV=2 1 4 0.25
VPS35 Q96QK1IVPS35_HUMAN Vacuolar protein sorting-associated protein 35 0S=Homo sapiens GN=VPS35 PE=1 SV=2 0 1 0.00
2ZEF1 04314912ZEF1_HUMAN Zinc finger ZZ-type and EF-hand domain-containing protein 1 0S=Homo sapiens GN=2ZEF1 PE=1 SV=6 0 2 0.00
KTN1T QB6UP2IKTNT_HUMAN Kinectin 0S=Homo sapiens GN=KTN1 PE=1 SV=1 0 B 0.00
RAB3GAP1 Q15042IRB3GP_HUMAN Rab3 GTPase-activating protein catalytic subunit 0S=Homo sapiens GN=RAB3GAP1 PE=1 SV=3 0 2 0.00
NDUFS8 000217INDUSB_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial 0S=Homo sapiens GN=NDUFS8 PE=1 SV=1 0 1 0.00
HIURP QBNCD3IHJURP_HUMAN Holliday junction recognition protein OS=Homo sapiens GN=HJURP PE=1 SV=2 0 2 0.00
ALDH18A1 'S_HUMAN Delta-1-p synthase 0S=Homo sapiens GN=ALDH18A1 PE=1 SV=2 0 2 0.00
EVIS 060447IEVIS_HUMAN Ecotropic viral integration site 5 protein homolog 0S=Homo sapiens GN=EVIS PE=1 SV=3 0 3 0.00
Cllorfg4 Q9BUA3ICKOB4_HUMAN Uncharacterized protein C110rf84 0S=Homo sapiens GN=C11orf84 PE=1 SV=3 0 2 0.00
1QCH Q86VS3IIQCH_HUMAN IQ domain-containing protein H 0S=Homo sapiens GN=IQCH PE=2 SV=2 0 1 0.00
CEP350 QSVTOBICE350_HUMAN Centrosome-associated protein 350 0S=Homo sapiens GN=CEP350 PE=1 SV=1 0 6 0.00
SBF1 095248IMTMRS_HUMAN Myotubularin-related protein 5 0S=Homo sapiens GN=SBF1 PE=1 SV=3 0 2 0.00
ADHS P11766IADHX_HUMAN Alcohol dehydrogenase class-3 OS=Homo sapiens GN=ADHS PE=1 SV=4 0 1 0.00
MECOM Q03112IEVIT_HUMAN MDS1 and EVI1 complex locus protein EVIT 0S=Homo sapiens GN=MECOM PE=1 SV=2 0 3 0.00
ACTB PG0709IACTB_HUMAN Actin, cytoplasmic 1 0S=Homo sapiens GN=ACTB PE=1 SV=1 0 2 0.00
TIN QBWZ42ITITIN_HUMAN Titin OS=Homo sapiens GN=TTN PE=1 SV=4 0 27 0.00
PKN2 Q16513IPKN2_HUMAN Serine/threonine-protein kinase N2 0S=Homo sapiens GN=PKN2 PE=1 SV=1 0 2 0.00
IcK QIUPZIIICK_HUMAN Serine/threonine-protein kinase ICK 0S=Homo sapiens GN=ICK PE=1 SV=1 0 2 0.00
RPS27A P629791RS27A_HUMAN Ubiquitin-40S ribosomal protein S27a 0S=Homo sapiens GN=RPS27A PE=1 SV=2 0 2 0.00
C170rf53 Q8N3J3ICQ053_HUMAN Uncharacterized protein C170rf53 0S=Homo sapiens GN=C170rf53 PE=1 SV=1 0 2 0.00
YDJC ABMPS7IYDJC_HUMAN Carbohydrate deacetylase OS=Homo sapiens GN=YDJC PE=1 SV=1 0 2 0.00
VIMP Q9BQE4ISELS_HUMAN Selenoprotein S OS=Homo sapiens GN=VIMP PE=1 SV=3 0 1 0.00
FER P16591IFER_HUMAN Tyrosine-protein kinase Fer OS=Homo sapiens GN=FER PE=1 SV=2 0 1 0.00
GPR68 Q1574310GR1_HUMAN Ovarian cancer G-protein coupled receptor 1 0S=Homo sapiens GN=GPR68 PE=1 SV=1 0 1 0.00
UBA3 QBTBC4IUBA3_HUMAN NEDD8-activating enzyme E1 catalytic subunit OS=Homo sapiens GN=UBA3 PE=1 SV=2 0 1 0.00
FAM47DP ABNHRBIFA47D_HUMAN Putative protein FAM47D OS=Homo sapiens GN=FAM47DP PE=5 SV=3 0 1 0.00
IRAK2 043187IIRAK2_HUMAN Interleukin-1 receptor-associated kinase-like 2 0S=Homo sapiens GN=IRAK2 PE=1 SV=2 0 4 0.00
LRMP Q12912ILRMP_HUMAN Lymphoid-restricted membrane protein 0S=Homo sapiens GN=LRMP PE=1 SV=3 0 3 0.00
SRP72 076094ISRP72_HUMAN Signal recognition particle subunit SRP72 0S=Homo sapiens GN=SRP72 PE=1 SV=3 0 1 0.00
TUBATA Q71U36ITBATA_HUMAN Tubulin alpha-1A chain OS=Homo sapiens GN=TUBA1A PE=1 SV=1 0 2 0.00
MTFR1L Q9HO19IMFR1L_HUMAN Mitochondrial fission regulator 1-like 0S=Homo sapiens GN=MTFR1L PE=1 SV=2 0 1 0.00
WDR81 Q562E7IWDRB1_HUMAN WD repeat-containing protein 81 0S=Homo sapiens GN=WDR81 PE=1 SV=2 0 4 0.00
LILRB4 QBNHJGILIRB4_HUMAN Leukocyte immunoglobulin-like receptor subfamily B member 4 0S=Homo sapiens GN=LILRB4 PE=1 SV=3 0 1 0.00
ATP1AT PO5023IAT1A1_HUMAN Sodium/potassium-transporting ATPase subunit alpha-1 0S=Homo sapiens GN=ATP1A1 PE=1 SV=1 0 7 0.00
TBC1D8 095759ITBCDB_HUMAN TBC1 domain family member 8 OS=Homo sapiens GN=TBC1D8 PE=1 SV=3 0 4 0.00
DUSP28 Q4GOW2IDUS28_HUMAN Dual specificity phosphatase 28 0S=Homo sapiens GN=DUSP28 PE=2 SV=1 0 1 0.00
SNAI 095863ISNAIT_HUMAN Zinc finger protein SNAIT 0S=Homo sapiens GN=SNAI1 PE=1 SV=2 0 1 0.00
RASSF10 ABNK89IRASFA_HUMAN Ras association domain-containing protein 10 0S=Homo sapiens GN=RASSF10 PE=2 SV=3 0 1 0.00
CD163L1 QINR16IC163B_HUMAN Scavenger receptor cysteine-rich type 1 protein M160 0S=Homo sapiens GN=CD163L1 PE=1 SV=2 0 2 0.00
16LLS BIAO64/IGLLS_HUMAN Immunoglobulin lambda-like polypeptide 5 0S=Homo sapiens GN=IGLLS PE=2 SV=2 0 1 0.00
LPIN3 Q9BQKBILPIN3_HUMAN Phosphatidate phosphatase LPIN3 OS=Homo sapiens GN=LPIN3 PE=1 SV=3 0 2 0.00
CHRNA10 Q9GZZ6IACH10_HUMAN Neuronal acetylcholine receptor subunit alpha-10 0S=Homo sapiens GN=CHRNA10 PE=1 SV=1 0 1 0.00
CARS C_HUMAN Cysteine--tRNA ligase, 0S=Homo sapiens GN=CARS PE=1 SV=3 0 1 0.00
INF423 Q2M1K9IZN423_HUMAN Zinc finger protein 423 0S=Homo sapiens GN=ZNF423 PE=1 SV=1 0 1 0.00
CANX P27824ICALX_HUMAN Calnexin OS=Homo sapiens GN=CANX PE=1 SV=2 0 7 0.00
TRIM21 P19474IR052_HUMAN E3 ubiquitin-protein ligase TRIM21 OS=Homo sapiens GN=TRIM21 PE=1 SV=1 0 1 0.00
PAICS P22234IPURG_HUMAN Multifunctional protein ADE2 0S=Homo sapiens GN=PAICS PE=1 SV=3 0 1 0.00
TRIM25 Q14258ITRI25_HUMAN E3 ubiquitin/ISG15 ligase TRIM2S OS=Homo sapiens GN=TRIM25 PE=1 SV=2 0 2 0.00
BRCA1 P38398IBRCAT_HUMAN Breast cancer type 1 susceptibility protein 0S=Homo sapiens GN=BRCA1 PE=1 SV=2 0 1 0.00
HSPAS P11021IGRP78_HUMAN 78 kDa glucose-regulated protein 0S=Homo sapiens GN=HSPAS PE=1 SV=2 0 1 0.00
ATG16L2 QBNAA4IAT6L2_HUMAN Autophagy-related protein 16-2 0S=Homo sapiens GN=ATG16L2 PE=1 SV=2 0 2 0.00
CCDC8BA Q3V6T2IGRDN_HUMAN Girdin 0S=Homo sapiens GN=CCDC88A PE=1 SV=2 0 1 0.00
PFKL P17858IPFKAL_HUMAN ATP-dependent 6-phosphofructokinase, liver type 0S=Homo sapiens GN=PFKL PE=1 SV=6 0 3 0.00

AMHR2 Q1667 1IAMHR2_HUMAN Anti-Muellerian hormone type-2 receptor OS=Homo sapiens GN=AMHR2 PE=1 SV=1 0 1 0.00




