Gene Name Name of Protein (UniProtID_SPECIES, protein name, origin species, gene name) Peptide Count in IP Peptide Count in IgG Fold
PRDX4 Q13162IPRDX4_HUMAN Peroxiredoxin-4 OS=Homo sapiens GN=PRDX4 PE=1 SV=1 17 0 Not in IgG control
SRSF1 Q07955ISRSF1_HUMAN Serine/arginine-rich splicing factor 1 0S=Homo sapiens GN=SRSF1 PE=1 SV=2 8 Not in IgG control
SRSF10 075494ISRS10_HUMAN Serine/arginine-rich splicing factor 10 0S=Homo sapiens GN=SRSF10 PE=1 SV=1 7 0 Not in IgG control
RPLT0A P62906IRL10A_HUMAN 60S ribosomal protein L10a OS=Homo sapiens GN=RPL10A PE=1 SV=2 7 0 Not in IgG control
DST Q03001IDYST_HUMAN Dystonin OS=Homo sapiens GN=DST PE=1 SV=4 6 0 Not in IgG control
MATR3 P43243IMATR3_HUMAN Matrin-3 OS=Homo sapiens GN=MATR3 PE=1 SV=2 6 0 Not in IgG control
EIF6 P56537IIF6_HUMAN Eukaryotic translation initiation factor 6 OS=Homo sapiens GN=EIF6 PE=1 SV=1 6 0 Not in IgG control
COL1A1 P02452ICO1A1_HUMAN Collagen alpha-1(1) chain 0S=Homo sapiens GN=COL1A1 PE=1 SV=5 4 0 Not in IgG control
CAT P04040ICATA_HUMAN Catalase OS=Homo sapiens GN=CAT PE=1 SV=3 4 0 Not in IgG control
GAPDH P04406|G3P_HUMAN ds ydrog 0S=Homo sapiens GN=GAPDH PE=1 SV=3 4 0 Not in IgG control
THBS2 P35442|TSP2_HUMAN Thrombospondin-2 OS=Homo sapiens GN=THBS2 PE=1 SV=2 3 0 Not in IgG control
ANXA2 PO7355IANXA2_HUMAN Annexin A2 OS=Homo sapiens GN=ANXA2 PE=1 SV=2 3 0 Not in IgG control
PCMT1 P22061IPIMT_HUMAN Protein-L-isoaspartate(D-aspartate) O-methyltransferase 0S=Homo sapiens GN=PCMT1 PE=1 SV=4 3 0 Not in IgG control
No_GenelD P01700ILV102_HUMAN Ig lambda chain V-I region HA 0S=Homo sapiens PE=1 SV=1 3 0 Not in IgG control
RAPGEF1 Q13905IRPGF1_HUMAN Rap guanine nucleotide exchange factor 1 OS=Homo sapiens GN=RAPGEF1 PE=1 SV=3 3 0 Not in IgG control
ABCA8 094911IABCA8_HUMAN ATP-binding cassette sub-family A member 8 0S=Homo sapiens GN=ABCA8 PE=1 SV=3 2 0 Not in IgG control
AVL9 Q8NBF6IAVL9_HUMAN Late secretory pathway protein AVL9 homolog 0S=Homo sapiens GN=AVL9 PE=1 SV=1 2 0 Not in IgG control
MTO1 Q9Y2Z2IMTO1_HUMAN Protein MTO1 homolog, mitochondrial 0S=Homo sapiens GN=MTO1 PE=1 SV=2 2 0 Not in IgG control
ARG1 POS089IARGIT_HUMAN Arginase-1 OS=Homo sapiens GN=ARG1 PE=1 SV=2 2 0 Not in IgG control
ELMOD3 Q96FG2IELMD3_HUMAN ELMO domain-containing protein 3 0S=Homo sapiens GN=ELMOD3 PE=1 SV=2 2 0 Not in IgG control
RPL8 P62917IRL8_HUMAN 60S ribosomal protein L8 OS=Homo sapiens GN=RPL8 PE=1 SV=2 2 0 Not in IgG control
SCN4A P35499ISCN4A_HUMAN Sodium channel protein type 4 subunit alpha 0S=Homo sapiens GN=SCN4A PE=1 SV=4 2 0 Not in IgG control
DSC1 Q08554IDSC1_HUMAN Desmocollin-1 0S=Homo sapiens GN=DSC1 PE=1 SV=2 2 0 Not in IgG control
C1QBP Q07021IC1QBP_HUMAN C sl 1Q binding protein, mitochondrial 0S=Homo sapiens GN=C1QBP PE=1 SV=1 2 0 Not in IgG control
RPL14 P50914IRLT4_HUMAN 60S ribosomal protein L14 OS=Homo sapiens GN=RPL14 PE=1 SV=4 2 0 Not in IgG control
KDM2A Q9Y2K7IKDM2A_HUMAN Lysine-specific demethylase 2A 0S=Homo sapiens GN=KDM2A PE=1 SV=3 2 0 Not in IgG control
MYCBPAP Q8TBZ2IMYBPP_HUMAN MYCBP-associated protein 0S=Homo sapiens GN=MYCBPAP PE=1 SV=2 2 0 Not in IgG control
WDR81 Q562E7IWDR81_HUMAN WD repeat-containing protein 81 OS=Homo sapiens GN=WDR81 PE=1 SV=2 2 0 Not in IgG control
IGKV3D-7 AOAOC4DH55IA0A0C4DH55_HUMAN Protein IGKV3D-7 (Fragment) OS=Homo sapiens GN=IGKV3D-7 PE=4 SV=5 2 0 Not in IgG control
No_GenelD AOA1BOGUO3IAOA1BOGUO3_HUMAN Uncharacterized protein 0S=Homo sapiens PE=4 SV=1 2 0 Not in IgG control
LAMAS 015230ILAMAS_HUMAN Laminin subunit alpha-5 OS=Homo sapiens GN=LAMAS PE=1 SV=8 2 0 Not in IgG control
KIAA0100 Q14667IK0100_HUMAN Protein KIAAO100 OS=Homo sapiens GN=KIAAO100 PE=1 SV=3 2 0 Not in IgG control
PRDX2 P32119IPRDX2_HUMAN Peroxiredoxin-2 OS=Homo sapiens GN=PRDX2 PE=1 SV=5 2 0 Not in IgG control
GINS3 Q9BRX5IPSF3_HUMAN DNA replication complex GINS protein PSF3 0OS=Homo sapiens GN=GINS3 PE=1 SV=1 1 0 Not in IgG control
MAPK8IP3 Q9UPT6IJIP3_HUMAN C-Jun-amino-terminal kinase-interacting protein 3 0S=Homo sapiens GN=MAPK8IP3 PE=1 SV=3 1 0 Not in IgG control
CDCS5L Q99459ICDCSL_HUMAN Cell division cycle 5-like protein 0S=Homo sapiens GN=CDC5L PE=1 SV=2 1 0 Not in IgG control
EPM2AIP1 Q7L775IEPMIP_HUMAN EPM2A-interacting protein 1 0S=Homo sapiens GN=EPM2AIP1 PE=1 SV=1 1 0 Not in IgG control
No_GenelD P04209ILV211_HUMAN Ig lambda chain V-Il region NIG-84 0OS=Homo sapiens PE=1 SV=1 1 0 Not in IgG control
MED1 Q15648IMED1_HUMAN Mediator of RNA polymerase Il transcription subunit 1 OS=Homo sapiens GN=MED1 PE=1 SV=4 1 0 Not in IgG control
IGKV6-21 AOAOC4DH24IA0A0C4DH24_HUMAN Protein IGKV6-21 (Fragment) OS=Homo sapiens GN=IGKV6-21 PE=1 SV=1 1 0 Not in IgG control
IFNAS PO1569IIFNAS_HUMAN Interferon alpha-5 OS=Homo sapiens GN=IFNAS PE=1 SV=1 1 0 Not in IgG control
U2SURP 015042ISR140_HUMAN U2 snRNP-associated SURP motif-containing protein 0S=Homo sapiens GN=U2SURP PE=1 SV=2 1 0 Not in IgG control
AMMECR1L Q6DCAOIAMERL_HUMAN AMMECR1-like protein OS=Homo sapiens GN=AMMECR1L PE=1 SV=1 1 0 Not in IgG control
No_GenelD P01622IKV304_HUMAN Ig kappa chain V-Il region Ti 0S=Homo sapiens PE=1 SV=1 1 0 Not in IgG control
INF623 0751231ZN623_HUMAN Zinc finger protein 623 0S=Homo sapiens GN=ZNF623 PE=2 SV=2 1 0 Not in IgG control
RPN2 P04844IRPN2_HUMAN Dolichyl-di ide--protein glyco: -ase subunit 2 0S=Homo sapiens GN=RPN2 PE=1 SV=3 1 0 Not in IgG control
IGLV8-61 AOAO075B6I0IAOA07 5B6I0_HUMAN Protein IGLV8-61 (Fragment) OS=Homo sapiens GN=IGLV8-61 PE=1 SV=7 1 0 Not in IgG control
ADAMTS4 075173IATS4_HUMAN A grin and with thr motifs 4 0S=Homo sapiens GN=ADAMTS4 PE=1 SV=3 1 0 Not in IgG control
AZML1 /A8K2UOIAZML1_HUMAN Alpha-2-macroglobulin-like protein 1 OS=Homo sapiens GN=A2ML1 PE=1 SV=3 1 0 Not in IgG control
CABIN1 QI9Y6JOICABIN_HUMAN Calcineurin-binding protein cabin-1 OS=Homo sapiens GN=CABIN1 PE=1 SV= 1 0 Not in IgG control
STEAP3 Q658P3ISTEA3_HUMAN Metalloreductase STEAP3 OS=Homo sapiens GN=STEAP3 PE=1 SV=2 1 0 Not in IgG control
RPL17-C180rf32 AOAOA6YYLB6IAOAOABYYL6_HUMAN Protein RPL17-C180rf32 0S=Homo sapiens GN=RPL17-C180rf32 PE=3 SV=1 1 0 Not in IgG control
AQP2 P411811AQP2_HUMAN Aquaporin-2 0S=Homo sapiens GN=AQP2 PE=1 SV=1 1 0 Not in IgG control
IGHG1 P01857IIGHG1_HUMAN Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 1 0 Not in IgG control
WRAP73 Q9P2S5IWRP73_HUMAN WD repeat-containing protein WRAP73 0S=Homo sapiens GN=WRAP73 PE=1 SV=1 1 0 Not in IgG control
GAR1 QINY12IGART_HUMAN H/ACA ribonucleoprotein complex subunit 1 OS=Homo sapiens GN=GAR1 PE=1 SV=1 1 0 Not in IgG control
IQcc Q4KMZ1IIQCC_HUMAN IQ domain-containing protein C OS=Homo sapiens GN=IQCC PE=1 SV=2 1 0 Not in IgG control
C18orf63 Q68DL7ICRO63_HUMAN Uncharacterized protein C180rf63 OS=Homo sapiens GN=C180rf63 PE=2 SV=2 1 0 Not in IgG control
TADAZ2B Q86TJ2ITAD2B_HUMAN Transcriptional adapter 2-beta 0S=Homo sapiens GN=TADA2B PE=1 SV=2 1 0 Not in IgG control
AZGP1 P253111ZA2G_HUMAN Zinc-alpha-2-glycoprotein OS=Homo sapiens GN=AZGP1 PE=1 SV=2 1 0 Not in IgG control
TRIM35 Q9UPQ4ITRI35_HUMAN Tripartite motif-containing protein 35 OS=Homo sapiens GN=TRIM35 PE=1 SV=2 1 0 Not in IgG control
NDST1 P52848INDST1_HUMAN Bifunctional heparan sulfate N-deacetylase/N-sulfotransferase 1 OS=Homo sapiens GN=NDST1 PE=1 SV=1 1 0 Not in IgG control
PLCH1 Q4KWHBIPLCHT_HUMAN 1| | I 4,5 phospl eta-1 0S=Homo sapiens GN=PLCH1 PE=1 SV=1 1 0 Not in IgG control
CDK17 Q00537ICDK17_HUMAN Cyclin-dependent kinase 17 OS=Homo sapiens GN=CDK17 PE=1 SV=2 1 0 Not in IgG control
TBC1DS Q92609ITBCD5_HUMAN TBC1 domain family member 5 0S=Homo sapiens GN=TBC1D5 PE=1 SV=1 1 0 Not in IgG control
NEDD1 Q8NHV4INEDDT_HUMAN Protein NEDD1 OS=Homo sapiens GN=NEDD1 PE=1 SV=1 1 0 Not in IgG control
SRSF9 Q13242ISRSF9_HUMAN Serine/arginine-rich splicing factor 9 0S=Homo sapiens GN=SRSF9 PE=1 SV=1 18 1 18.00
YWHAG P6198111433G_HUMAN 14-3-3 protein gamma OS=Homo sapiens GN=YWHAG PE=1 SV=2 4 1 4.00
RPS8 P62241IRS8_HUMAN 40S ribosomal protein S8 0S=Homo sapiens GN=RPS8 PE=1 SV=2 4 1 4.00
S100A8 P05109IS10A8_HUMAN Protein S100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1 6 2 3.00
FANT Q9Y2MOIFANT_HUMAN Fanconi-associated nuclease 1 OS=Homo sapiens GN=FAN1 PE=1 SV=4 3 1 3.00
S100A9 P06702IS10A9_HUMAN Protein S100-A9 OS=Homo sapiens GN=S100A9 PE=1 SV=1 8 3 2.67
DSG1 Q02413IDSG1_HUMAN Desmoglein-1 0S=Homo sapiens GN=DSG1 PE=1 SV=2 7 3 2.33
CDSN Q15517ICDSN_HUMAN Corneodesmosin OS=Homo sapiens GN=CDSN PE=1 SV=3 2 1 2.00
S100A7 P31151IS10A7_HUMAN Protein S100-A7 OS=Homo sapiens GN=S100A7 PE=1 SV=4 2 1 2.00
ACTB P60709IACTB_HUMAN Actin, cytoplasmic 1T 0S=Homo sapiens GN=ACTB PE=1 SV=1 4 2 2.00
UBB POCG47IUBB_HUMAN Polyubiquitin-8B 0S=Homo sapiens GN=UBB PE=1 SV=1 3 2 1.50
DCD P81605IDCD_HUMAN Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 4 3 1.33
IGLLS B9A064IIGLLS_HUMAN in lambda-like polypeptide 5 0S=Homo sapiens GN=IGLL5 PE=2 SV=2 1 1 1.00
IGLV1-51 P01701ILV151_HUMAN Immunoglobulin lambda variable 1-51 0S=Homo sapiens GN=IGLV1-51 PE=1 SV=2 1 1 1.00
PSMA6 P60900IPSA6_HUMAN Proteasome subunit alpha type-6 OS=Homo sapiens GN=PSMA6 PE=1 SV=1 1 1 1.00
NFATC2 Q13469INFAC2_HUMAN Nuclear factor of activated T-cells, cytoplasmic 2 0S=Homo sapiens GN=NFATC2 PE=1 SV=2 1 1 1.00
JuP P14923IPLAK_HUMAN Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=3 2 2 1.00
NFIB 00071 2INFIB_HUMAN Nuclear factor 1 B-type OS=Homo sapiens GN=NFIB PE=1 SV=2 1 1 1.00
INF548 Q8NEKS5IZN548_HUMAN Zinc finger protein 548 OS=Homo sapiens GN=ZNF548 PE=2 SV=2 1 1 1.00




ALB P02768IALBU_HUMAN Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 3 3 1.00
No_GenelD P01621IKV303_HUMAN Ig kappa chain V-lll region NG9 (Fragment) OS=Homo sapiens PE=2 SV=1 1 1 1.00
SHC1 P29353ISHCT_HUMAN SHC-transforming protein 1 0S=Homo sapiens GN=SHC1 PE=1 SV=4 1 1 1.00
SERPINA12 Q8IW75ISPA12_HUMAN Serpin A12 0S=Homo sapiens GN=SERPINA12 PE=1 SV=1 1 1 1.00
CSTA P01040ICYTA_HUMAN Cystatin-A 0S=Homo sapiens GN=CSTA PE=1 SV=1 1 1 1.00
No_GenelD P01708ILV205_HUMAN Ig lambda chain V-l region BUR OS=Homo sapiens PE=1 SV=1 1 1 1.00
FLG2 Q5D862IFILA2_HUMAN Filaggrin-2 0S=Homo sapiens GN=FLG2 PE=1 SV=1 2 2 1.00
No_GenelD PO1608IKV116_HUMAN Ig kappa chain V-I region Roy OS=Homo sapiens PE=1 SV=1 1 1 1.00
CALMLS QINZT1ICALL5_HUMAN Calmodulin-like protein 5 0S=Homo sapiens GN=CALML5 PE=1 SV=2 2 2 1.00
No_GenelD P80748ILV302_HUMAN Ig lambda chain V-Iil region LOI OS=Homo sapiens PE=1 SV=1 1 1 1.00
FKBPL QYUIM3IFKBPL_HUMAN FK506-binding protein-like 0S=Homo sapiens GN=FKBPL PE=1 SV=1 1 1 1.00
KDM1B Q8NB78IKDM1B_HUMAN Lysine-specific histone demethylase 1B 0S=Homo sapiens GN=KDM1B PE=1 SV=3 1 1 1.00
PIP P12273IPIP_HUMAN Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1 2 3 0.67
DSP P15924IDESP_HUMAN Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 7 11 0.64
CASP14 P31944ICASPE_HUMAN Caspase-14 0S=Homo sapiens GN=CASP14 PE=1 SV=2 2 4 0.50
RHPN1 Q8TCXSIRHPN1T_HUMAN Rhophilin-1 0S=Homo sapiens GN=RHPN1 PE=1 SV=1 1 2 0.50
RPS3 P23396IRS3_HUMAN 40S ribosomal protein S3 0S=Homo sapiens GN=RPS3 PE=1 SV=2 1 3 0.33
HRNR Q86YZ3IHORN_HUMAN Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2 1 5 0.20
DHRS2 Q13268IDHRS2_HUMAN Dehydrogenase/reductase SDR family member 2, mitochondrial 0S=Homo sapiens GN=DHRS2 PE=1 SV=4 1 10 0.10
CNTROB Q8N137ICNTRB_HUMAN Centrobin 0S=Homo sapiens GN=CNTROB PE=1 SV=1 0 1 0.00
RAB11A P62491IRB11A_HUMAN Ras-related protein Rab-11A OS=Homo sapiens GN=RAB11A PE=1 SV=3 0 2 0.00
SHROOM3 Q8TF72ISHRM3_HUMAN Protein Shroom3 OS=Homo sapiens GN=SHROOM3 PE=1 SV=2 0 2 0.00
ZCCHC6 QS5VYSBITUT7_HUMAN Terminal uridylyltransferase 7 0S=Homo sapiens GN=2CCHC6 PE=1 SV=1 0 1 0.00
SBSN Q6UWP8ISBSN_HUMAN Suprabasin OS=Homo sapiens GN=SBSN PE=1 SV=2 0 1 0.00
PKP1 Q13835IPKP1_HUMAN Plakophilin-1 0S=Homo sapiens GN=PKP1 PE=1 SV=2 0 2 0.00
NFE4 Q86UQBINFE4_HUMAN Transcription factor NF-E4 OS=Homo sapiens GN=NFE4 PE=1 SV=1 0 1 0.00
SERPINB12 Q96P63ISPB12_HUMAN Serpin B12 0S=Homo sapiens GN=SERPINB12 PE=1 SV=1 0 1 0.00
PMFBP1 Q8TBY8IPMFBP_HUMAN Polyamine-modulated factor 1-binding protein 1 0S=Homo sapiens GN=PMFBP1 PE=2 SV=1 0 2 0.00
TMED9 Q9BVK6ITMED9_HUMAN Transmembrane emp24 domain-containing protein 9 0S=Homo sapiens GN=TMED9 PE=1 SV=2 0 1 0.00
PRDX1 Q06830IPRDXT_HUMAN Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=1 SV=1 0 4 0.00
GALNT2 Q10471IGALT2_HUMAN Polypeptide N-acetylgalactosaminyltransferase 2 0S=Homo sapiens GN=GALNT2 PE=1 SV=1 0 1 0.00
CLIC1 000299ICLICT_HUMAN Chloride intracellular channel protein 1 0S=Homo sapiens GN=CLIC1 PE=1 SV=4 0 1 0.00
YWHAQ P2734811433T_HUMAN 14-3-3 protein theta 0S=Homo sapiens GN=YWHAQ PE=1 SV=1 0 2 0.00
CEP350 QS5VTO6ICE350_HUMAN Centrosome-associated protein 350 OS=Homo sapiens GN=CEP350 PE=1 SV=1 0 1 0.00
TP P60174ITPIS_HUMAN Triosephosphate isomerase OS=Homo sapiens GN=TPI1 PE=1 SV=3 0 6 0.00
PLEC Q15149IPLEC_HUMAN Plectin OS=Homo sapiens GN=PLEC PE=1 SV=3 0 4 0.00
RPS4X P62701IRS4X_HUMAN 40S ribosomal protein S4, X isoform OS=Homo sapiens GN=RPS4X PE=1 SV=2 0 3 0.00
No_GenelD PO1594IKV102_HUMAN Ig kappa chain V- region AU 0S=Homo sapiens PE=1 SV=1 0 1 0.00
SEC22B 075396ISC22B_HUMAN Vesicle-trafficking protein SEC22b 0S=Homo sapiens GN=SEC22B PE=1 SV=4 0 1 0.00
FHAD1 B1AJZ9IFHAD1_HUMAN Forkhead-associated domain-containing protein 1 0S=Homo sapiens GN=FHAD1 PE=2 SV=2 0 2 0.00
PRDX6 P30041IPRDX6_HUMAN Peroxiredoxin-6 OS=Homo sapiens GN=PRDX6 PE=1 SV=3 0 2 0.00
YWHAZ P6310411433Z_HUMAN 14-3-3 protein zeta/delta 0S=Homo sapiens GN=YWHAZ PE=1 SV=1 0 2 0.00
IGKV1D-33 'AOA0B4J1UOIAOAOB4JTUO_HUMAN Protein IGKV1-33 (Fragment) OS=Homo sapiens GN=IGKV1D-33 PE=1 SV=1 0 1 0.00
No_GenelD P0O1603IKV111_HUMAN Ig kappa chain V-I region Ka OS=Homo sapiens PE=1 SV=1 0 1 0.00
ANXA2P2 AG6NMY6IAXA2L_HUMAN Putative annexin A2-like protein OS=Homo sapiens GN=ANXA2P2 PE=5 SV=2 0 1 0.00
RASSF10 ABNK89IRASFA_HUMAN Ras association domain-containing protein 10 OS=Homo sapiens GN=RASSF10 PE=2 SV=3 0 1 0.00
LNP1 A1A4G5ILNP1_HUMAN Leukemia NUP98 fusion partner 1 OS=Homo sapiens GN=LNP1 PE=2 SV=1 0 1 0.00
BICDL2 A1ASD9IBICL2_HUMAN BICD family-like cargo adapter 2 0S=Homo sapiens GN=BICDL2 PE=1 SV=2 0 2 0.00
No_GenelD AOAOUTRRH7IAOAOUTRRH7_HUMAN Histone H2A OS=Homo sapiens PE=3 SV=1 0 1 0.00
MUCSAC P98088IMUCSA_HUMAN Mucin-5AC 0S=Homo sapiens GN=MUC5AC PE=1 SV=4 0 2 0.00
DBH P09172IDOPO_HUMAN Dopamine beta-hydroxylase 0S=Homo sapiens GN=DBH PE=1 SV=3 0 1 0.00
CHD3 Q12873ICHD3_HUMAN Chromodomain-helicase-DNA-binding protein 3 0S=Homo sapiens GN=CHD3 PE=1 SV=3 0 1 0.00
RPL18A Q02543IRL18A_HUMAN 60S ribosomal protein L18a OS=Homo sapiens GN=RPL18A PE=1 SV=2 0 1 0.00
AOPEP Q8N6M6IAMPO_HUMAN Aminopeptidase O OS=Homo sapiens GN=AOPEP PE=1 SV=2 0 1 0.00
PAPPA2 Q9BXP8IPAPP2_HUMAN Pappalysin-2 OS=Homo sapiens GN=PAPPA2 PE=1 SV=4 0 1 0.00
HSPA8 P11142IHSP7C_HUMAN Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 0 1 0.00
SPEN Q96TS58IMINT_HUMAN Msx2-interacting protein 0S=Homo sapiens GN=SPEN PE=1 SV=1 0 3 0.00
GSG2 Q8TF76IHASP_HUMAN Serine/threonine-protein kinase haspin 0S=Homo sapiens GN=GSG2 PE=1 SV=3 0 1 0.00
RAB2A P61019IRAB2A_HUMAN Ras-related protein Rab-2A OS=Homo sapiens GN=RAB2A PE=1 SV=1 0 1 0.00
C190rf68 Q86XI8ICS068_HUMAN Uncharacterized protein C190rf68 0S=Homo sapiens GN=C190rf68 PE=1 SV=2 [} 1 0.00
YWHAE P6225811433E_HUMAN 14-3-3 protein epsilon 0S=Homo sapiens GN=YWHAE PE=1 SV=1 0 1 0.00
PHC2 QBIXKOIPHC2_HUMAN Polyhomeotic-like protein 2 0S=Homo sapiens GN=PHC2 PE=1 SV=1 0 1 0.00
TSPYL4 Q9UJO4ITSYL4_HUMAN Testis-specific Y-encoded-like protein 4 0S=Homo sapiens GN=TSPYL4 PE=1 SV=2 0 1 0.00
IGLV4-60 AOA075B6111A0A075B611_HUMAN Protein IGLV4-60 (Fragment) OS=Homo sapiens GN=IGLV4-60 PE=1 SV=1 0 1 0.00
NDUFS3 075489INDUS3_HUMAN NADH g [ ] Ifur protein 3, 0S=Homo sapiens GN=NDUFS3 PE=1 SV=1 0 1 0.00
GSTO1 P78417IGSTO1_HUMAN Glutathione S-transferase omega-1 0S=Homo sapiens GN=GSTO1 PE=1 SV=2 0 1 0.00
CHD8 Q9HCKB8ICHD8_HUMAN Chromodomain-helicase-DNA-binding protein 8 0S=Homo sapiens GN=CHD8 PE=1 SV=5 0 1 0.00
HSPD1 P10809ICH60_HUMAN 60 kDa heat shock protein, mitochondrial 0S=Homo sapiens GN=HSPD1 PE=1 SV=2 0 1 0.00
No_GenelD AOA0G2JRQBIAOA0G2JRQE_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=1 SV=4 0 1 0.00
ZCCHC6 QS5VYS8ITUT7 _HUMAN Terminal uridylyltransferase 7 0S=Homo sapiens GN=ZCCHC6 PE=1 SV=1 0 2 0.00
IGKV3D-15 AOA087WSY6IAOA087WSY6_HUMAN Protein IGKV3D-15 (Fragment) OS=Homo sapiens GN=IGKV3D-15 PE=1 SV=6 0 1 0.00
IGLC7 AOMBQ6ILAC7 _HUMAN Ig lambda-7 chain C region OS=Homo sapiens GN=IGLC7 PE=4 SV=2 0 1 0.00
C170rf82 Q86X59ICQ082_HUMAN Putative uncharacterized protein C170rf82 OS=Homo sapiens GN=C170rf82 PE=1 SV=2 [} 1 0.00
IGSF1 Q8N6CS5IIGSF1_HUMAN Immunoglobulin superfamily member 1 OS=Homo sapiens GN=IGSF1 PE=1 SV=3 0 1 0.00
LYZ P61626ILYSC_HUMAN Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 0 1 0.00
ERP29 P30040IERP29_HUMAN Endoplasmic reticulum resident protein 29 OS=Homo sapiens GN=ERP29 PE=1 SV=4 0 1 0.00
FLG P20930IFILA_HUMAN Filaggrin OS=Homo sapiens GN=FLG PE=1 SV=3 0 1 0.00
ETFB P38117IETFB_HUMAN Electron transfer flavoprotein subunit beta 0S=Homo sapiens GN=ETFB PE=1 SV=3 0 3 0.00
SLC25A3 Q00325IMPCP_HUMAN Phosphate carrier protein, mitochondrial 0S=Homo sapiens GN=SLC25A3 PE=1 SV=2 0 1 0.00
No_GenelD PO1605IKV113_HUMAN Ig kappa chain V-I region Lay 0S=Homo sapiens PE=1 SV=1 0 1 0.00
IGLV2-11 AOA075B6K3IA0A07 5B6K3_HUMAN Protein IGLV2-11 (Fragment) OS=Homo sapiens GN=IGLV2-11 PE=1 SV=1 0 1 0.00
SCGB1D2 095969ISG1D2_HUMAN Secretoglobin family 1D member 2 0S=Homo sapiens GN=SCGB1D2 PE=2 SV=1 0 2 0.00
RAB15 P59190IRABT5_HUMAN Ras-related protein Rab-15 OS=Homo sapiens GN=RAB15 PE=1 SV=1 0 1 0.00
ca2cb2L 014523IC2C2L_HUMAN C2 domain-containing protein 2-like OS=Homo sapiens GN=C2CD2L PE=1 SV=3 0 1 0.00
DECR2 QINUITIDECR2_HUMAN Peroxisomal 2,4-dienoyl-CoA reductase OS=Homo sapiens GN=DECR2 PE=1 SV=1 0 1 0.00
uTP15 Q8TEDOIUTP15_HUMAN U3 small nucleolar RNA-associated protein 15 homolog OS=Homo sapiens GN=UTP15 PE=1 SV=3 [} 1 0.00




TNC P24821ITENA_HUMAN Tenascin 0S=Homo sapiens GN=TNC PE=1 SV=3 0 1 0.00
CREBRF QBIURGICRERF_HUMAN CREB3 regulatory factor 0S=Homo sapiens GN=CREBRF PE=1 SV=2 0 1 0.00
FABPS Q01469IFABPS_HUMAN Fatty acid-binding protein, epidermal 0S=Homo sapiens GN=FABPS PE=1 SV=3 0 1 0.00

RAN P62826IRAN_HUMAN GTP-binding nuclear protein Ran 0S=Homo sapiens GN=RAN PE=1 SV=3 0 2 0.00

No_GenelD P04431IKV123_HUMAN Ig kappa chain V-I region Walker 0S=Homo sapiens PE=1 SV=1 0 1 0.00
RABSC P51148IRAB5C_HUMAN Ras-related protein Rab-5C OS=Homo sapiens GN=RABSC PE=1 SV=2 0 2 0.00
No_GenelD MOQZK8IMOQZK8_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1 0 1 0.00
CANX P27824ICALX_HUMAN Calnexin OS=Homo sapiens GN=CANX PE=1 SV=2 0 1 0.00
KIAA1429 Q69YN4IVIR_HUMAN Protein virilizer homolog OS=Homo sapiens GN=KIAA1429 PE=1 SV=2 0 2 0.00
PSMA7 014818IPSA7_HUMAN Proteasome subunit alpha type-7 OS=Homo sapiens GN=PSMA7 PE=1 SV=1 0 1 0.00
PCLO Q9Y6VOIPCLO_HUMAN Protein piccolo 0S=Homo sapiens GN=PCLO PE=1 SV=4 0 5 0.00
LAMTOR4 QOVGL1ILTOR4_HUMAN Ragulator complex protein LAMTOR4 OS=Homo sapiens GN=LAMTOR4 PE=1 SV=1 0 1 0.00




