ANKRD20A12P

Q8NF67IA2012_HUMAN Putative ankyrin repeat d g protein 20A12 0S=Homo sapiens 12P PE=5 SV=3

Not in IgG control

Gene Name Name of Protein (UnIProtiD_SPECIES, protein name, origin specles, gene name) Peptide Count (IP) Peptide Count (1g6) Fold Enrichment
uTPG QINYHOIUTP6_HUMAN U3 small nucleolar RNA-associated protein 6 homolog 0S=Homo sapiens GN=UTP6 PE=2 SV=2 9 0 Not in IgG control
HYDIN ‘Q4GOP3IHYDIN_HUMAN Hydrocephalus-inducing protein homolog 0S=Homo sapiens GN=HYDIN PE=1 SV=3 5 0 Not in IgG control
CHSY3 Q70JA7ICHSS3_HUMAN Chondroitin sulfate synthase 3 0S=Homo sapiens GN=CHSY3 PE=2 SV=3 5 0 Not in IgG control

No_GenelD MOR2C6IMOR2C6_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=1 4 0 Not in IgG control

DDX198 QOUMR2IDD19B_HUMAN ATP-dependent RNA helicase DDX19B 0S=Homo sapiens GN=DDX198 PE=1 SV=1 3 0 Not in IgG control
CCDC148 QBNFR7ICC148_HUMAN Coiled-coil domain-containing protein 148 OS=Homo sapiens GN=CCDC148 PE=1 SV=2 3 0 Not in IgG control
TBC1D8 095759ITBCD8_HUMAN TBC1 domain family member 8 OS=Homo sapiens GN=TBC1D8 PE=1 SV=3 3 0 Not in IgG control
ANKRD36 A6QL64IAN36A_HUMAN Ankyrin repeat domain-containing protein 36A 0S=Homo sapiens GN=ANKRD36 PE=2 SV=3 3 0 Not in IgG control
MUCSAC P9BOBBIMUCSA_HUMAN Mucin-SAC 0S=Homo sapiens GN=MUCSAC PE=1 SV=4 3 0 Not in IgG control
AZGP1 P253111ZA2G_HUMAN Zinc-alpha-2-glycoprotein 0S=Homo sapiens GN=AZGP1 PE=1 SV=2 2 0 Not in IgG control
LILRB4 QBNHUBILIRB4_HUMAN Leukocyte immunoglobulin-like receptor subfamily B member 4 0S=Homo sapiens GN=LILRB4 PE=1 SV=3 2 0 Not in IgG control
CECR2 QIBXF3ICECR2_HUMAN Cat eye syndrome critical region protein 2 0S=Homo sapiens GN=CECR2 PE=1 SV=2 2 0 Not in IgG control
ETFDH Q16134IETFD_HUMAN Electron transfer bicy 0S=Homo sapiens GN=ETFDH PE=1 SV=2 2 0 Not in IgG control
CCDCBBA Q3V6T2IGRDN_HUMAN Girdin OS=Homo sapiens GN=CCDCBBA PE=1 SV=2 2 0 Not in IgG control
CLSTN2 Q9H4DOICSTN2 _HUMAN Calsyntenin-2 OS=Homo sapiens GN=CLSTN2 PE=1 SV=2 2 0 Not in IgG control

HSPIOAAT PO7900IHSIOA_HUMAN Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSPI0AAT PE=1 SV=5 2 0 Not in IgG control
ASAP2 0431501ASAP2_HUMAN Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 2 0S=Homo sapiens GN=ASAP2 PE=1 SV=3 2 0 Not in IgG control
SYNRG QOUMZ2ISYNRG_HUMAN Synergin gamma OS=Homo sapiens GN=SYNRG PE=1 SV=2 2 0 Not in IgG control

ACTBL2 Q562R1IACTBL_HUMAN Beta-actin-lie protein 2 0S=Homo sapiens GN=ACTBL2 PE=1 SV=2 2 0 Not in IgG control
INF671 Q8TAW3IZN671_HUMAN Zinc finger protein 671 0S=Homo sapiens GN=ZNF671 PE=2 SV=2 2 0 Not in IgG control
TRIM13 060858ITRI13_HUMAN E3 ubiquitin-protein ligase TRIM13 OS=Homo sapiens GN=TRIM13 PE=1 SV=2 2 0 Not in IgG control
STK25 0005061STK25_HUMAN Serine/threonine-protein kinase 25 0S=Homo sapiens GN=STK25 PE=1 SV=1 2 0 Not in IgG control
TEX11 QBIYF3ITEX11_HUMAN Testis-expressed sequence 11 protein 0S=Homo sapiens GN=TEX11 PE=1 SV=3 2 0 Not in IgG control
CRH PO6850ICRF_HUMAN Corticoliberin 0S=Homo sapiens GN=CRH PE=1 SV=1 2 0 Not in IgG control
RAVERT Q8IY67IRAVR1_HUMAN Ribonucleoprotein PTB-binding 1 0S=Homo sapiens GN=RAVER1 PE=1 SV=1 2 0 Not in IgG control
DDX58 095786IDDX58_HUMAN Probable ATP-dependent RNA helicase DDX58 0S=Homo sapiens GN=DDX58 PE=1 SV=2 2 0 Not in IgG control
Fs P122591FAS_HUMAN Coagulation factor V OS=Homo sapiens GN=FS5 PE=1 SV=4 1 0 Not in IgG control
GINS3 QIBRXSIPSF3_HUMAN DNA replication complex GINS protein PSF3 0S=Homo sapiens GN=GINS3 PE=1 SV=1 1 0 Not in IgG control
ANXAT PO4083IANXAT_HUMAN Annexin A1 OS=Homo sapiens GN=ANXA1 PE=1 SV=2 1 0 Not in IgG control
USF3 Q68DE3IUSF3_HUMAN Basic helix-loop-helix domain-containing protein USF3 OS=Homo sapiens GN=USF3 PE=1 SV=3 1 0 Not in IgG control
CLCF1 QYUBDIICLCF1_HUMAN Cardiotrophin-like cytokine factor 1 0S=Homo sapiens GN=CLCF1 PE=1 SV=1 1 0 Not in IgG control
LENGY Q96B70ILENGY_HUMAN Leukocyte receptor cluster member 9 0S=Homo sapiens GN=LENGY PE=2 SV=2 1 0 Not in IgG control
WDR60 Q8WVS4IWDRE0_HUMAN WD repeat-containing protein 60 OS=Homo sapiens GN=WDR60 PE=1 SV=3 1 0 Not in IgG control
c9 P02748ICO9_HUMAN Complement component C9 0S=Homo sapiens GN=C9 PE=1 SV=2 1 0 Not in IgG control
GTF2H1 P32780ITF2H1_HUMAN General transcription factor IIH subunit 1 0S=Homo sapiens GN=GTF2H1 PE=1 SV=1 1 0 Not in IgG control
FKBP2 P26885IFKBP2_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP2 OS=Homo sapiens GN=FKBP2 PE=1 SV=2 1 0 Not in IgG control
PDZK1P1 ABMUH7IPDZ1P_HUMAN Putative PDZ domain-containing protein PDZK1P1 0S=Homo sapiens GN=PDZK1P1 PE=5 SV=2 1 0 Not in IgG control
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FBXO18 QBNFZOIFBH1_HUMAN F-box DNA helicase 1 0S=Homo sapiens GN=FBXO18 PE=1 SV=2 1 Not in IgG control
RBM34. P42696IRBM34_HUMAN RNA-binding protein 34 OS=Homo sapiens GN=RBM34 PE=1 SV=2 1 Not in IgG control
KLK14 Q9POG3IKLK14_HUMAN Kallikrein-14 0S=Homo sapiens GN=KLK14 PE=1 SV=2 1 Not in IgG control
HNRNPD Q14103IHNRPD_HUMAN Heterogeneous nuclear ribonucleoprotein DO 0S=Homo sapiens GN=HNRNPD PE=1 SV=1 1 Not in IgG control
NLET QINVX2INLET_HUMAN Notchless protein homolog 1 0S=Homo sapiens GN=NLE1 PE=1 SV=4 1 Not in IgG control
HSPA7 P487411HSP77_HUMAN Putative heat shock 70 kDa protein 7 0S=Homo sapiens GN=HSPA7 PE=5 SV=2 1 Not in IgG control
CASP14 P31944ICASPE_HUMAN Caspase-14 0S=Homo sapiens GN=CASP14 PE=1 SV=2 1 Not in IgG control
ZSWIM8 AE2V4IZSWMB_HUMAN Zinc finger SWIM domain-containing protein 8 0S=Homo sapiens GN=ZSWIM8 PE=1 SV=1 1 Not in IgG control
RASSF10 ABNKB9IRASFA_HUMAN Ras association domain-containing protein 10 0S=Homo sapiens GN=RASSF10 PE=2 SV=3 1 Not in IgG control
IGHV3-72 /ADAOB4J1Y9IA0AOB4J1Y9_HUMAN Protein IGHV3-72 (Fragment) OS=Homo sapiens GN=IGHV3-72 PE=1 SV=1 1 Not in IgG control
HRASLS2 QINWWIIHRSL2_HUMAN HRAS-like suppressor 2 0S=Homo sapiens GN=HRASLS2 PE=1 SV=1 1 Not in IgG control
PGBD2 Q6P3X8IPGBD2_HUMAN PiggyBac transposable element-derived protein 2 0S=Homo sapiens GN=PGBD2 PE=2 SV=1 1 Not in IgG control
INO8O Q9ULGTINO8O_HUMAN DNA helicase INOBO 0S=Homo sapiens GN=INO80 PE=1 SV=2 1 Not in IgG control
CREBRF QBIURGICRERF_HUMAN CREBS3 regulatory factor OS=Homo sapiens GN=CREBRF PE=1 SV=2 1 Not in IgG control
RPS25 P62851IRS25_HUMAN 40S ribosomal protein 525 0S=Homo sapiens GN=RPS25 PE=1 SV=1 1 Not in IgG control
MGAT1 P26572IMGAT1_HUMAN Alpha-1, I beta-N 0S=Homo sapiens GN=MGAT1 PE=1 SV=2 1 Not in IgG control
STAU2 QINUL3ISTAUZ_HUMAN Double-stranded RNA-binding protein Staufen homolog 2 0S=Homo sapiens GN=STAU2 PE=1 SV=1 14 4.67
c3 P01024ICO3_HUMAN Complement C3 0S=Homo sapiens GN=C3 PE=1 SV=2 22 3.14
RAI Q7Z5J4IRAI1 _HUMAN Retinoic acid-induced protein 1 0S=Homo sapiens GN=RAI1 PE=1 SV=2 5 2.50
PLEC Q15149IPLEC_HUMAN Plectin 0S=Homo sapiens GN=PLEC PE=1 SV=3 9 2.25
VIPAS39 Q9HICTISPE39_HUMAN Spermatogenesis-defective protein 39 homolog 0S=Homo sapiens GN=VIPAS39 PE=1 SV=1 2 1 2.00
POLDIP3 Q9BY77IPDIP3_HUMAN Polymerase delta-interacting protein 3 0S=Homo sapiens GN=POLDIP3 PE=1 SV=2 2 1 2.00
TUBB2A Q13885ITBB2A_HUMAN Tubulin beta-2A chain 0S=Homo sapiens GN=TUBB2A PE=1 SV=1 2 1 2.00
TFG Q92734ITFG_HUMAN Protein TFG OS=Homo sapiens GN=TFG PE=1 SV=2 5 3 1.67
LPCAT1 QBNF37IPCATT_HUMAN Lysophosphatidylcholine acyltransferase 1 0S=Homo sapiens GN=LPCAT1 PE=1 SV=2 5 3 1.67
DDX28 QINUL7IDDX28_HUMAN Probable ATP-dependent RNA helicase DDX28 0S=Homo sapiens GN=DDX28 PE=1 SV=2 3 2 1.50
SURF4 015260ISURF4_HUMAN Surfeit locus protein 4 0S=Homo sapiens GN=SURF4 PE=1 SV=3 3 2 1.50
ACSF3 Q4G176IACSF3_HUMAN Acyl-CoA synthetase family member 3, mitochondrial OS=Homo sapiens GN=ACSF3 PE=1 SV=3 3 2 1.50
PSMD5 Q16401IPSMDS_HUMAN 26S proteasome non-ATPase regulatory subunit 5 0S=Homo sapiens GN=PSMD5 PE=1 SV=3 3 2 1.50
CAP2 P40123ICAP2_HUMAN Adenylyl cyclase-associated protein 2 0S=Homo sapiens GN=CAP2 PE=1 SV=1 4 3 1.33
RUVBL2 Q9Y230IRUVB2_HUMAN RuvB-like 2 0S=Homo sapiens GN=RUVBL2 PE=1 SV=3 10 8 1.25
ABCD3 P28288IABCD3_HUMAN ATP-binding cassette sub-family D member 3 0S=Homo sapiens GN=ABCD3 PE=1 SV=1 7 6 117
HNRNPH1 P31943IHNRH1_HUMAN Heterogeneous nuclear ribonucleoprotein H 0S=Homo sapiens GN=HNRNPH1 PE=1 SV=4 10 9 111
DCD P81605IDCD_HUMAN Dermcidin 0S=Homo sapiens GN=DCD PE=1 SV=2 2 2 1.00
KPNAT P52294/IMA5_HUMAN Importin subunit alpha-5 0S=Homo sapiens GN=KPNA1 PE=1 SV=3 1 1 1.00
TMEM266 Q2M3C6ITM266_HUMAN Transmembrane protein 266 0S=Homo sapiens GN=TMEM266 PE=2 SV=2 1 1 1.00
2C3H15 QBWU90IZC3HF_HUMAN Zinc finger CCCH domain-containing protein 15 0S=Homo sapiens GN=ZC3H15 PE=1 SV=1 2 2 1.00
SLC16AT P53985IMOT1_HUMAN Monocarboxylate transporter 1 0S=Homo sapiens GN=SLC16A1 PE=1 SV=3 1 1 1.00
SHC1 P29353ISHCT _HUMAN SHC-transforming protein 1 0S=Homo sapiens GN=SHC1 PE=1 SV=4 1 1 1.00
PIP P12273IPIP_HUMAN Prolactin-inducible protein 0S=Homo sapiens GN=PIP PE=1 SV=1 1 1 1.00
GAPDH _HUMAN phosph 0S=Homo sapiens GN=GAPDH PE=1 SV=3 3 3 1.00
SERPIND1 P05546/HEP2_HUMAN Heparin cofactor 2 0S=Homo sapiens GN=SERPIND1 PE=1 SV=3 1 1 1.00
PSMD12 000232IPSD12_HUMAN 26S proteasome non-ATPase regulatory subunit 12 0S=Homo sapiens GN=PSMD12 PE=1 SV=3 2 2 1.00
S100A8 P05109IS10A8_HUMAN Protein S100-A8 0S=Homo sapiens GN=S100A8 PE=1 SV=1 1 1 1.00
REXO4 Q9GZR2IREXO4_HUMAN RNA exonuclease 4 OS=Homo sapiens GN=REXO4 PE=1 SV=2 2 2 1.00
LAMB1 P07942ILAMB1_HUMAN Laminin subunit beta-1 0S=Homo sapiens GN=LAMB1 PE=1 SV=2 1 1 1.00
DDX49 Q9Y6V7IDDX49_HUMAN Probable ATP-dependent RNA helicase DDX49 0S=Homo sapiens GN=DDX49 PE=1 SV=1 1 1 1.00
Cys-GrB-Fc-RSPO1 AOA024R160IA0A024R160_HUMAN Cys-GrB-Fc-RSPO1 0S=Homo sapiens GN=Cys-GrB-Fc-RSPO1 PE=3 SV=1 3 3 1.00
NEFM P07197INFM_HUMAN Neurofilament medium polypeptide OS=Homo sapiens GN=NEFM PE=1 SV=3 4 4 1.00




RETSAT QBNUMIIRETST_HUMAN All-trans-retinol 13,14-reductase OS=Homo sapiens GN=RETSAT PE=1 SV=2 4 4 1.00
IGLLS. BYAO64IIGLLS_HUMAN Immunoglobulin lambda-like polypeptide 5 0S=Homo sapiens GN=IGLLS PE=2 SV=2 1 1 1.00
STT38 QBTCJ2ISTT3B_HUMAN Dolichy} P subunit STT3B 0S=Homo sapiens GN=STT3B PE=1 SV=1 2 2 1.00
CDK17 Q00537ICDK17_HUMAN Cyclin-dependent kinase 17 0S=Homo sapiens GN=CDK17 PE=1 SV=2 2 2 1.00
PPP2R2A P6315112ABA_HUMAN Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B alpha isoform 0S=Homo sapiens GN=PPP2R2A PE=1 SV=1 1 1 1.00
GDI2 P50395IGDIB_HUMAN Rab GDP dissociation inhibitor beta 0S=Homo sapiens GN=GDI2 PE=1 SV=2 1 1 1.00
sLC27A2 014975I527A2_HUMAN Very long-chain acyl-CoA synthetase 0S=Homo sapiens GN=SLC27A2 PE=1 SV=2 4 4 1.00
ENO1 P06733IENOA_HUMAN Alpha-enolase 0S=Homo sapiens GN=ENO1 PE=1 SV=2 8 8 1.00
UBAS2 P62987IRL40_HUMAN Ubiquitin-60S ribosomal protein L40 OS=Homo sapiens GN=UBAS52 PE=1 SV=2 2 2 1.00
TUBB3 Q13509ITBB3_HUMAN Tubulin beta-3 chain 0S=Homo sapiens GN=TUBB3 PE=1 SV=2 6 6 1.00
TUBA1B P68363ITBATB_HUMAN Tubulin alpha-18B chain 0S=Homo sapiens GN=TUBA1B PE=1 SV=1 20 21 0.95
TUBB P07437ITBBS_HUMAN Tubulin beta chain 0S=Homo sapiens GN=TUBB PE=1 SV=2 24 26 0.92
UGDH 0607011UGDH_HUMAN UDP-glucose 6-dehydrogenase OS=Homo sapiens GN=UGDH PE=1 SV=1 22 24 0.92
HNRNPK P61978IHNRPK_HUMAN Heterogeneous nuclear ribonucleoprotein K 0S=Homo sapiens GN=HNRNPK PE=1 SV=1 19 21 0.90
YMETL1 Q96TAZIYMEL1_HUMAN ATP-dependent zinc metalloprotease YME1L1 OS=Homo sapiens GN=YME1L1 PE=1 SV=2 5 6 0.83
SQLE Q14534IERG1_HUMAN Squalene monooxygenase OS=Homo sapiens GN=SQLE PE=1 SV=3 5 6 0.83
ccT4 P50991ITCPD_HUMAN T-complex protein 1 subunit delta OS=Homo sapiens GN=CCT4 PE=1 SV=4 19 23 0.83
SNTB1 Q13884ISNTB1_HUMAN Beta-1-syntrophin 0S=Homo sapiens GN=SNTB1 PE=1 SV=3 9 1 0.82
TIN QBWZ42ITITIN_HUMAN Titin OS=Homo sapiens GN=TTN PE=1 SV=4 35 43 0.81
GLUD1 P00367IDHE3_HUMAN Glutamate dehydrogenase 1, mitochondrial 0S=Homo sapiens GN=GLUD1 PE=1 SV=2 30 37 0.81
MARCKS P29966IMARCS_HUMAN Myristoylated alanine-rich C-kinase substrate OS=Homo sapiens GN=MARCKS PE=1 SV=4 4 5 0.80
DHCR24 Q15392IDHC24_HUMAN Delta(24)-sterol reductase OS=Homo sapiens GN=DHCR24 PE=1 SV=2 4 5 0.80
NOPS8 Q9Y2X3INOP58_HUMAN Nucleolar protein 58 OS=Homo sapiens GN=NOP58 PE=1 SV=1 12 15 0.80
ABCB10 QINRKGIABCBA_HUMAN ATP-binding cassette sub-family B member 10, mitochondrial OS=Homo sapiens GN=ABCB10 PE=1 SV=2 4 5 0.80
CYP27A1 Q02318ICP27A_HUMAN Sterol 26-hydroxylase, mitochondrial 0S=Homo sapiens GN=CYP27A1 PE=1 SV=1 8 10 0.80
ATPSB POB576IATPB_HUMAN ATP synthase subunit beta, mitochondrial 0S=Homo sapiens GN=ATPSB PE=1 SV=3 28 35 0.80
TUBATC Q9BQE3ITBA1C_HUMAN Tubulin alpha-1C chain 0S=Homo sapiens GN=TUBA1C PE=1 SV=1 4 5 0.80
RSL1D1 076021IRL1D1_HUMAN Ribosomal L1 domain-containing protein 1 0S=Homo sapiens GN=RSL1D1 PE=1 SV=3 7 9 0.78
uGP2 Q16851IUGPA_HUMAN UTP--glucose-1-phosphate uridylyltransferase 0S=Homo sapiens GN=UGP2 PE=1 SV=5 10 13 0.77
CYPS1A1 Q16850ICPSTA_HUMAN Lanosterol 14-alpha demethylase 0S=Homo sapiens GN=CYPS1A1 PE=1 SV=3 10 13 0.77
ATPSAT P25705IATPA_HUMAN ATP synthase subunit alpha, mitochondrial 0S=Homo sapiens GN=ATPSA1 PE=1 SV=1 20 26 0.77
NONO Q15233INONO_HUMAN Non-POU domain-containing octamer-binding protein 0S=Homo sapiens GN=NONO PE=1 SV=4 15 20 0.75
TUBB4B P68371/TBB4B_HUMAN Tubulin beta-4B chain OS=Homo sapiens GN=TUBB4B PE=1 SV=1 6 8 0.75
PTBP1 P26599IPTBP1_HUMAN Polypyrimidine tract-binding protein 1 0S=Homo sapiens GN=PTBP1 PE=1 SV=1 9 12 0.75
ATP6V1B2 P21281IVATB2_HUMAN V-type proton ATPase subunit B, brain isoform OS=Homo sapiens GN=ATP6V1B2 PE=1 SV=3 3 4 0.75
KPNAG 060684IIMA7_HUMAN Importin subunit alpha-7 0S=Homo sapiens GN=KPNA6 PE=1 SV=1 3 4 0.75
LBR Q14739ILBR_HUMAN Lamin-B receptor 0S=Homo sapiens GN=LBR PE=1 SV=2 3 4 0.75
GTF3CS Q9YSQBITF3C5_HUMAN General transcription factor 3C polypeptide 5 0S=Homo sapiens GN=GTF3C5 PE=1 SV=2 3 4 0.75
DDXS P17844IDDXS_HUMAN Probable ATP-dependent RNA helicase DDX5 OS=Homo sapiens GN=DDXS PE=1 SV=1 14 19 0.74
PKM P14618IKPYM_HUMAN Pyruvate kinase PKM OS=Homo sapiens GN=PKM PE=1 SV=4 25 34 0.74
ALDH1B1 P30837IAL1B1_HUMAN Aldehyde dehydrogenase X, mitochondrial OS=Homo sapiens GN=ALDH1B1 PE=1 SV=3 14 20 0.70
STT3A P46977ISTT3A_HUMAN Dolichy} P subunit STT3A 0S=Homo sapiens GN=STT3A PE=1 SV=2 7 10 0.70
GTPBP6 043824IGTPB6_HUMAN Putative GTP-binding protein 6 OS=Homo sapiens GN=GTPBP6 PE=2 SV=3 2 3 0.67
DDX56 QINY93IDDX56_HUMAN Probable ATP-dependent RNA helicase DDX56 0S=Homo sapiens GN=DDX56 PE=1 SV=1 2 3 0.67
UMPS P11172IUMPS_HUMAN Uridine 5'-monophosphate synthase 0S=Homo sapiens GN=UMPS PE=1 SV=1 2 3 0.67
INF207 043670IZN207_HUMAN BUB3-interacting and GLEBS motif-containing protein ZNF207 0S=Homo sapiens GN=ZNF207 PE=1 SV=1 2 3 0.67
ACAD9 Q9H845IACADI_HUMAN Acyl-CoA family member 9, 0S=Homo sapiens GN=ACAD9 PE=1 SV=1 4 6 0.67
SLC2A1 P11166IGTR1_HUMAN Solute carrier family 2, facilitated glucose transporter member 1 0S=Homo sapiens GN=SLC2A1 PE=1 SV=2 4 6 0.67
ALDH3A2 P51648IAL3A2_HUMAN Fatty aldehyde dehydrogenase OS=Homo sapiens GN=ALDH3A2 PE=1 SV=1 2 3 0.67
DLST P3695710D02_HUMAN i component of complex, 0S=Homo sapiens GN=DLST PE=1 SV=4 6 9 0.67
SLC39A14 Q15043IS39AE_HUMAN Zinc transporter ZIP14 0S=Homo sapiens GN=SLC39A14 PE=1 SV=3 2 3 0.67
RNMT 043148IMCES_HUMAN mRNA cap guanine-N7 methyltransferase 0S=Homo sapiens GN=RNMT PE=1 SV=1 4 6 0.67
ZC3H12C Q9COD71ZC12C_HUMAN Probable ribonuclease ZC3H12C 0S=Homo sapiens GN=ZC3H12C PE=1 SV=2 2 3 0.67
EEF1A1 P68104IEF1A1_HUMAN Elongation factor 1-alpha 1 0S=Homo sapiens GN=EEF1A1 PE=1 SV=1 4 6 0.67
SQSTM1 Q135011SQSTM_HUMAN Sequestosome-1 0S=Homo sapiens GN=SQSTM1 PE=1 SV=1 2 3 0.67
KNOP1 QIED39IKNOP1_HUMAN Lysine-rich nucleolar protein 1 0S=Homo sapiens GN=KNOP1 PE=1 SV=1 2 3 0.67
CCT6A P40227ITCPZ_HUMAN T-complex protein 1 subunit zeta 0S=Homo sapiens GN=CCT6A PE=1 SV=3 13 20 0.65
P4HB P07237IPDIAT_HUMAN Protein disulfide-isomerase OS=Homo sapiens GN=P4HB PE=1 SV=3 20 31 0.65
PDIA3 P30101IPDIA3_HUMAN Protein disulfide-isomerase A3 OS=Homo sapiens GN=PDIA3 PE=1 SV=4 19 30 0.63
GORASP2 Q9HBYBIGORS2_HUMAN Golgi reassembly-stacking protein 2 0S=Homo sapiens GN=GORASP2 PE=1 SV=3 5 8 0.63
ATP1B1 P0O5026|AT1B1_HUMAN Sodium/potassium-transporting ATPase subunit beta-1 0S=Homo sapiens GN=ATP1B1 PE=1 SV=1 5 8 0.63
PHGDH 043175ISERA_HUMAN D-3-phosphoglycerate dehydrogenase 0S=Homo sapiens GN=PHGDH PE=1 SV=4 10 16 0.63
EIF2S3 P410911IF2G_HUMAN Eukaryotic translation initiation factor 2 subunit 3 0S=Homo sapiens GN=EIF2S3 PE=1 SV=3 5 8 0.63
PDIAS Q14554IPDIAS_HUMAN Protein disulfide-isomerase A5 0S=Homo sapiens GN=PDIAS PE=1 SV=1 8 13 0.62
ANXA11 P50995IANXT1_HUMAN Annexin AT1 0S=Homo sapiens GN=ANXA11 PE=1 SV=1 3 5 0.60
BSG P35613IBASI_HUMAN Basigin OS=Homo sapiens GN=BSG PE=1 SV=2 6 10 0.60
PDIAG Q15084IPDIA6_HUMAN Protein disulfide-isomerase A6 0S=Homo sapiens GN=PDIAG PE=1 SV=1 3 5 0.60
NOP56 000567INOP56_HUMAN Nucleolar protein 56 0S=Homo sapiens GN=NOP56 PE=1 SV=4 3 5 0.60
cCT8 P50990ITCPQ_HUMAN T-complex protein 1 subunit theta 0S=Homo sapiens GN=CCT8 PE=1 SV=4 16 27 0.59
P4HAZ 015460IP4HA2_HUMAN Prolyl 4-hydroxylase subunit alpha-2 0S=Homo sapiens GN=P4HA2 PE=1 SV=1 7 12 0.58
ccr2 P78371ITCPB_HUMAN T-complex protein 1 subunit beta OS=Homo sapiens GN=CCT2 PE=1 SV=4 14 24 0.58
HNRNPL P14866/HNRPL_HUMAN Heterogeneous nuclear ribonucleoprotein L 0S=Homo sapiens GN=HNRNPL PE=1 SV=2 8 14 0.57
ccr7 Q99832ITCPH_HUMAN T-complex protein 1 subunit eta 0S=Homo sapiens GN=CCT7 PE=1 SV=2 13 23 0.57
Mmcccz QIHCCOIMCCB_HUMAN oA beta chain, 0S=Homo sapiens GN=MCCC2 PE=1 SV=1 5 9 0.56
DARS P14868ISYDC_HUMAN Aspartate—tRNA ligase, cytoplasmic OS=Homo sapiens GN=DARS PE=1 SV=2 13 24 0.54
ALDH7A1 P49419IAL7AT_HUMAN Alph: 0S=Homo sapiens GN=ALDH7A1 PE=1 SV=5 7 13 0.54
PSMC1 P62191IPRS4_HUMAN 268 protease regulatory subunit 4 OS=Homo sapiens GN=PSMC1 PE=1 SV=1 7 13 0.54
STAU1 095793ISTAU1_HUMAN Double-stranded RNA-binding protein Staufen homolog 1 0S=Homo sapiens GN=STAU1 PE=1 SV=2 7 13 0.54
P4HAT P13674IP4HA1_HUMAN Prolyl 4-hydroxylase subunit alpha-1 0S=Homo sapiens GN=P4HA1 PE=1 SV=2 10 19 0.53
SHMT2 P34897IGLYM_HUMAN Serine hydroxymethyltransferase, mitochondrial 0S=Homo sapiens GN=SHMT2 PE=1 SV=3 12 23 0.52
TCP1 P17987ITCPA_HUMAN T-complex protein 1 subunit alpha OS=Homo sapiens GN=TCP1 PE=1 SV=1 14 27 0.52
HSPD1 P10809ICHE60_HUMAN 60 kDa heat shock protein, mitochondrial 0S=Homo sapiens GN=HSPD1 PE=1 SV=2 28 54 0.52
ccT3 P49368ITCPG_HUMAN T-complex protein 1 subunit gamma OS=Homo sapiens GN=CCT3 PE=1 SV=4 12 24 0.50
SMARCD1 Q96GMSISMRDT_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 1 0S=Homo sapiens GN=SMARCD1 PE=1 SV=2 1 2 0.50
YEST P07947IYES_HUMAN Tyrosine-protein kinase Yes OS=Homo sapiens GN=YES1 PE=1 SV=3 1 2 0.50
ALDH1A2 094788IAL1A2_HUMAN Retinal dehydrogenase 2 0S=Homo sapiens GN=ALDH1A2 PE=1 SV=3 1 2 0.50
ATPEVTH Q9UIT2IVATH_HUMAN V-type proton ATPase subunit H 0S=Homo sapiens GN=ATP6V1H PE=1 SV=1 1 2 0.50
UAP1 Q16222IUAPT_HUMAN UDP-N-acetylhexosamine pyrophosphorylase OS=Homo sapiens GN=UAP1 PE=1 SV=3 2 4 0.50




FAAH2 QBGMR7IFAAH2_HUMAN Fatty-acid amide hydrolase 2 0S=Homo sapiens GN=FAAH2 PE=2 SV=1 1 2 0.50
ABAT PB0404IGABT_HUMAN 4 0S=Homo sapiens GN=ABAT PE=1 SV=3 3 6 0.50
HACD3 Q9PO35IHACD3_HUMAN Very-long-chain (: oA 3 0S=Homo sapiens GN=HACD3 PE=1 SV=2 1 2 0.50
TXNRD1 Q16881ITRXR1_HUMAN Thioredoxin reductase 1, cytoplasmic OS=Homo sapiens GN=TXNRD1 PE=1 SV=3 1 2 0.50
FGB P02675IFIBB_HUMAN Fibrinogen beta chain 0S=Homo sapiens GN=FGB PE=1 SV=2 3 6 0.50
TUBAL3 AGNHL2ITBAL3__HUMAN Tubulin alpha chain-like 3 0S=Homo sapiens GN=TUBAL3 PE=1 SV=2 1 2 0.50
TMPO P42166ILAP2A_HUMAN Lamina-associated polypeptide 2, isoform alpha 0S=Homo sapiens GN=TMPO PE=1 SV=2 4 8 0.50
ADSL P30566/PUR8_HUMAN Adenylosuccinate lyase OS=Homo sapiens GN=ADSL PE=1 SV=2 2 4 0.50
PFKFB4. Q16877IF264_HUMAN -2, 4 0S=Homo sapiens GN=PFKFB4 PE=2 SV=6 1 2 0.50
GLS 094925IGLSK_HUMAN Glutaminase kidney isoform, mitochondrial 0S=Homo sapiens GN=GLS PE=1 SV=1 6 12 0.50
OXSR1 095747I0XSR1_HUMAN Serine/threonine-protein kinase OSR1 0S=Homo sapiens GN=OXSR1 PE=1 SV=1 2 4 0.50
RPN2 _HUMAN Dolichyl- D subunit 2 0S=Homo sapiens GN=RPN2 PE=1 SV=3 10 20 0.50
AGFG2 0950811AGFG2_HUMAN Arf-GAP domain and FG repeat-containing protein 2 0S=Homo sapiens GN=AGFG2 PE=1 SV=2 1 2 0.50
TBC1D24 QULPIITBC24_HUMAN TBC1 domain family member 24 0S=Homo sapiens GN=TBC1D24 PE=1 SV=2 1 2 0.50
CLPB Q9HO78ICLPB_HUMAN Caseinolytic peptidase B protein homolog 0S=Homo sapiens GN=CLPB PE=1 SV=1 3 6 0.50
CDs2 095674ICDS2_HUMAN Phosphatidate cytidylyltransferase 2 0S=Homo sapiens GN=CDS2 PE=1 SV=1 1 2 0.50
TRAP1 Q12931ITRAPT_HUMAN Heat shock protein 75 kDa, mitochondrial 0S=Homo sapiens GN=TRAP1 PE=1 SV=3 2 4 0.50
DYNCILIT Q9Y6GIIDCTLT_HUMAN Cytoplasmic dynein 1 light intermediate chain 1 0S=Homo sapiens GN=DYNC1LI1 PE=1 SV=3 2 4 0.50
CEST P23141IEST1_HUMAN Liver carboxylesterase 1 0S=Homo sapiens GN=CES1 PE=1 SV=2 14 29 0.48
ALDH2 P05091IALDH2_HUMAN Aldehyde dehydrogenase, mitochondrial OS=Homo sapiens GN=ALDH2 PE=1 SV=2 1 23 0.48
ACSLS Q9ULCSIACSLS_HUMAN Long-chain-fatty-acid--CoA ligase 5 0S=Homo sapiens GN=ACSLS PE=1 SV=1 7 15 0.47
RRBP1 Q9P2E9IRRBP1_HUMAN Ribosome-binding protein 1 0S=Homo sapiens GN=RRBP1 PE=1 SV=4 6 13 0.46
HARS. P12081ISYHC_HUMAN Histidine--tRNA ligase, cytoplasmic 0S=Homo sapiens GN=HARS PE=1 SV=2 5 1 0.45
FARSA Q9Y285ISYFA_HUMAN Phenylalanine--tRNA ligase alpha subunit OS=Homo sapiens GN=FARSA PE=1 SV=3 4 9 0.44
CAT P04040ICATA_HUMAN Catalase OS=Homo sapiens GN=CAT PE=1 SV=3 8 18 0.44
SRC P12931ISRC_HUMAN Proto-oncogene tyrosine-protein kinase Src 0S=Homo sapiens GN=SRC PE=1 SV=3 4 9 0.44
TKFC Q3LXA3ITKFC_HUMAN Triokinase/FMN cyclase OS=Homo sapiens GN=TKFC PE=1 SV=2 7 16 0.44
ccTs P48643[TCPE_HUMAN T-complex protein 1 subunit epsilon 0S=Homo sapiens GN=CCTS PE=1 SV=1 10 23 0.43
EIF3D 015371IEIF3D_HUMAN Eukaryotic translation initiation factor 3 subunit D 0S=Homo sapiens GN=EIF3D PE=1 SV=1 3 7 0.43
AGT P01019IANGT_HUMAN Angiotensinogen 0S=Homo sapiens GN=AGT PE=1 SV=1 3 7 0.43
EIF3L Q9Y262IEIF3L_HUMAN Eukaryotic translation initiation factor 3 subunit L OS=Homo sapiens GN=EIF3L PE=1 SV=1 6 14 0.43
CPNE3 075131ICPNE3_HUMAN Copine-3 0S=Homo sapiens GN=CPNE3 PE=1 SV=1 5 12 0.42
ALB P02768IALBU_HUMAN Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 12 29 0.41
DNPEP QULAOIDNPEP_HUMAN Aspartyl aminopeptidase 0S=Homo sapiens GN=DNPEP PE=1 SV=1 2 5 0.40
PCK2 Q16822IPCKGM_HUMAN [GTP), 0S=Homo sapiens GN=PCK2 PE=1 SV=3 10 25 0.40
ABCE1 P612211ABCE1_HUMAN ATP-binding cassette sub-family E member 1 0S=Homo sapiens GN=ABCE1 PE=1 SV=1 2 5 0.40
PRPF19 Q 19_HUMAN pr factor 19 0S=Homo sapiens GN=PRPF19 PE=1 SV=1 6 15 0.40
PRPF4 043172IPRP4_HUMAN U4/U6 small nuclear ribonucleoprotein Prp4 OS=Homo sapiens GN=PRPF4 PE=1 SV=2 2 5 0.40
TBRG4 Q969Z0ITBRG4_HUMAN Protein TBRG4 0S=Homo sapiens GN=TBRG4 PE=1 SV=1 2 5 0.40
ASPSCR1 QIBZE9IASPCT_HUMAN Tether containing UBX domain for GLUT4 OS=Homo sapiens GN=ASPSCR1 PE=1 SV=1 2 5 0.40
SYNET Q8NFITISYNET_HUMAN Nesprin-1 0S=Homo sapiens GN=SYNE1 PE=1 SV=4 4 10 0.40
PCYOX1 QIUHG3IPCYOX_HUMAN Prenylcysteine oxidase 1 0S=Homo sapiens GN=PCYOX1 PE=1 SV=3 6 15 0.40
ATIC P31939IPURI_HUMAN Bifunctional purine biosynthesis protein PURH 0S=Homo sapiens GN=ATIC PE=1 SV=3 13 33 0.39
PSMD3 043242IPSMD3_HUMAN 26S proteasome non-ATPase regulatory subunit 3 0S=Homo sapiens GN=PSMD3 PE=1 SV=2 7 18 0.39
HNRNPR 0. _HUMAN nuclear R 0S=Homo sapiens GN=HNRNPR PE=1 SV=1 5 13 0.38
CALR P27797ICALR_HUMAN Calreticulin OS=Homo sapiens GN=CALR PE=1 SV=1 10 26 0.38
GPT2 QBTD30IALAT2_HUMAN Alanine aminotransferase 2 0S=Homo sapiens GN=GPT2 PE=1 SV=1 8 21 0.38
PDHX 000330I0DPX_HUMAN Pyruvate dehydrogenase protein X component, mitochondrial 0S=Homo sapiens GN=PDHX PE=1 SV=3 3 8 0.38
SF3A3 Q12874ISF3A3_HUMAN Splicing factor 3A subunit 3 0S=Homo sapiens GN=SF3A3 PE=1 SV=1 3 8 0.38
WDR1 075083IWDR1_HUMAN WD repeat-containing protein 1 0S=Homo sapiens GN=WDR1 PE=1 SV=4 6 16 0.38
TORTAIP QSJTVBITOIPT_HUMAN Torsin-1A-interacting protein 1 0S=Homo sapiens GN=TOR1AIP1 PE=1 SV=2 3 8 0.38
CES2 000748IEST2_HUMAN Cocaine esterase 0S=Homo sapiens GN=CES2 PE=1 SV=1 3 8 0.38
PAK2 Q13177IPAK2_HUMAN Serine/threonine-protein kinase PAK 2 0S=Homo sapiens GN=PAK2 PE=1 SV=3 3 8 0.38
EROTA Q96HE7IEROTA_HUMAN ERO1-like protein alpha 0S=Homo sapiens GN=ERO1A PE=1 SV=2 7 19 0.37
PKLR P30613IKPYR_HUMAN Pyruvate kinase PKLR OS=Homo sapiens GN=PKLR PE=1 SV=2 5 14 0.36
GK. P32189IGLPK_HUMAN Glycerol kinase OS=Homo sapiens GN=GK PE=1 SV=3 5 14 0.36
ALDH4A1 P30038IAL4AT_HUMAN Delta-1-pyrrol 0S=Homo sapiens GN=ALDH4A1 PE=1 SV=3 6 17 0.35
LMAN1 P49257ILMAN1_HUMAN Protein ERGIC-53 OS=Homo sapiens GN=LMAN1 PE=1 SV=2 7 20 0.35
HNF4A P41235IHNF4A_HUMAN Hepatocyte nuclear factor 4-alpha 0S=Homo sapiens GN=HNF4A PE=1 SV=3 1 3 0.33
DLD P09622IDLDH_HUMAN Dihydrolipoyl dehydrogenase, mitochondrial 0S=Homo sapiens GN=DLD PE=1 SV=2 3 9 0.33
GPI P06744IG6PI_HUMAN Glucose-6-phosphate isomerase 0S=Homo sapiens GN=GPI PE=1 SV=4 7 21 0.33
HSPAS P110211GRP78_HUMAN 78 kDa glucose-regulated protein 0S=Homo sapiens GN=HSPAS PE=1 SV=2 4 12 0.33
PLIN2 Q99541IPLIN2_HUMAN Perilipin-2 0S=Homo sapiens GN=PLIN2 PE=1 SV=2 1 3 0.33
KPNA3 000505/IMA4_HUMAN Importin subunit alpha-4 0S=Homo sapiens GN=KPNA3 PE=1 SV=2 1 3 0.33
VIN PO4004IVTNC_HUMAN Vitronectin 0S=Homo sapiens GN=VTN PE=1 SV=1 1 3 0.33
uTP18 Q9Y5J1IUTP18_HUMAN U3 small nucleolar RNA-associated protein 18 homolog OS=Homo sapiens GN=UTP18 PE=1 SV=3 1 3 0.33
KPNA4. 000629IIMA3_HUMAN Importin subunit alpha-3 0S=Homo sapiens GN=KPNA4 PE=1 SV=1 2 6 0.33
AGFG1 P52594IAGFG1_HUMAN Arf-GAP domain and FG repeat-containing protein 1 0S=Homo sapiens GN=AGFG1 PE=1 SV=2 1 3 0.33
USP39 Q53GS9ISNUT2_HUMAN U4/U6.US tri-snRNP-associated protein 2 0S=Homo sapiens GN=USP39 PE=1 SV=2 1 3 0.33
SRP72 076094ISRP72_HUMAN Signal recognition particle subunit SRP72 OS=Homo sapiens GN=SRP72 PE=1 SV=3 1 3 0.33
ILVBL ATLOTOIILVBL_HUMAN Acetolactate synthase-like protein 0S=Homo sapiens GN=ILVBL PE=1 SV=2 2 6 0.33
LMNA P02545ILMNA_HUMAN Prelamin-A/C OS=Homo sapiens GN=LMNA PE=1 SV=1 9 29 0.31
KHDRBS1 Q07666IKHDR1_HUMAN KH domain-containing, RNA-binding, signal transduction-associated protein 1 0S=Homo sapiens GN=KHDRBS1 PE=1 SV=1 4 13 0.31
G6PD. P11413IG6PD_HUMAN Glucose-6-phosphate 1-dehydrogenase 0S=Homo sapiens GN=G6PD PE=1 SV=4 4 13 0.31
DDX6 P26196IDDX6_HUMAN Probable ATP-dependent RNA helicase DDX6 OS=Homo sapiens GN=DDX6 PE=1 SV=2 3 10 0.30
PUF60 QOUHX1IPUF60_HUMAN Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1 3 10 0.30
U2AF2 P26368IU2AF2_HUMAN Splicing factor U2AF 65 kDa subunit OS=Homo sapiens GN=U2AF2 PE=1 SV=4 2 7 0.29
AICF QINQI4IA1CF_HUMAN APOBECT complementation factor 0S=Homo sapiens GN=A1CF PE=1 SV=1 4 14 0.29
GPC3 P51654/GPC3_HUMAN Glypican-3 OS=Homo sapiens GN=GPC3 PE=1 SV=1 2 7 0.29
SERPINAT PO1009IATAT_HUMAN Alpha-1-antitrypsin OS=Homo sapiens GN=SERPINA1 PE=1 SV=3 2 7 0.29
ALDH1A1 P00352IAL1AT_HUMAN Retinal dehydrogenase 1 0S=Homo sapiens GN=ALDH1A1 PE=1 SV=2 6 22 0.27
LAP3 P28838IAMPL_HUMAN Cytosol aminopeptidase OS=Homo sapiens GN=LAP3 PE=1 SV=3 6 22 0.27
NCLN Q969V3INCLN_HUMAN Nicalin OS=Homo sapiens GN=NCLN PE=1 SV=2 3 1 0.27
AFP P02771IFETA_HUMAN Alpha-fetoprotein OS=Homo sapiens GN=AFP PE=1 SV=1 6 23 0.26
TMISF4 Q92544ITM9S4_HUMAN Transmembrane 9 superfamily member 4 0S=Homo sapiens GN=TM9SF4 PE=1 SV=2 1 4 0.25
ALDHBA1 Q02252IMMSA_HUMAN [acylating], 0S=Homo sapiens GN=ALDH6A1 PE=1 SV=2 4 16 0.25
RRP9 043818IU3IP2_HUMAN U3 small nucleolar RNA-interacting protein 2 0S=Homo sapiens GN=RRP9 PE=1 SV=1 2 8 0.25
ETFDH Q16134IETFD_HUMAN Electron transfer big 0S=Homo sapiens GN=ETFDH PE=1 SV=2 1 4 0.25




DPYSL2 Q16555IDPYL2_HUMAN Dihydropyrimidinase-related protein 2 0S=Homo sapiens GN=DPYSL2 PE=1 SV=1 5 20 0.25
SAMMS0 Q9Y512ISAMS0_HUMAN Sorting and assembly machinery component 50 homolog OS=Homo sapiens GN=SAMMS0 PE=1 SV=3 3 12 0.25
RUVBL1 Q9Y265IRUVBT_HUMAN RuvB-like 1 0S=Homo sapiens GN=RUVBL1 PE=1 SV=1 4 16 0.25
DNAJC3 Q13217IDNJC3_HUMAN DnaJ homolog subfamily C member 3 0S=Homo sapiens GN=DNAJC3 PE=1 SV=1 2 8 0.25
EARS2 QSJPHGISYEM_HUMAN Probable glutamate--tRNA ligase, mitochondrial OS=Homo sapiens GN=EARS2 PE=1 SV=2 1 4 0.25
CAP1 QO1518ICAP1_HUMAN Adenylyl cyclase-associated protein 1 0S=Homo sapiens GN=CAP1 PE=1 SV=5 3 13 0.23
PGM1 P368711PGM1_HUMAN Phosphoglucomutase-1 OS=Homo sapiens GN=PGM1 PE=1 SV=3 4 18 0.22
YARS P54577ISYYC_HUMAN Tyrosine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=YARS PE=1 SV=4 4 18 0.22
FSCN1 Q16658IFSCN1_HUMAN Fascin 0S=Homo sapiens GN=FSCN1 PE=1 SV=3 2 9 0.22
PMPCA Q10713IMPPA_HUMAN Mitochondrial-processing peptidase subunit alpha OS=Homo sapiens GN=PMPCA PE=1 SV=2 2 9 0.22
NARS 043776ISYNC_HUMAN Asparagine--tRNA ligase, cytoplasmic 0S=Homo sapiens GN=NARS PE=1 SV=1 4 18 0.22
MAOB P27338IAOFB_HUMAN Amine oxidase [flavin-containing] B OS=Homo sapiens GN=MAOB PE=1 SV=3 2 9 0.22
ACSF2 QUBCMBIACSF2_HUMAN Acyl-CoA synthetase family member 2, mitochondrial OS=Homo sapiens GN=ACSF2 PE=1 SV=2 3 14 0.21
GRWD1 QIBQ67IGRWD1_HUMAN Glutamate-rich WD repeat-containing protein 1 0S=Homo sapiens GN=GRWD1 PE=1 SV=1 1 5 0.20
RCC2 Q9P258IRCC2_HUMAN Protein RCC2 OS=Homo sapiens GN=RCC2 PE=1 SV=2 1 5 0.20
ARCN1 P48444|COPD_HUMAN Coatomer subunit delta 0S=Homo sapiens GN=ARCN1 PE=1 SV=1 2 10 0.20
ADCK3 QBNIGOIADCK3_HUMAN Atypical kinase ADCK3, mitochondrial 0S=Homo sapiens GN=ADCK3 PE=1 SV=1 1 5 0.20
CPNET Q99829ICPNE1_HUMAN Copine-1 0S=Homo sapiens GN=CPNET PE=1 SV=1 2 10 0.20
RTCB QOY3I0IRTCB_HUMAN tRNA-splicing ligase RtcB homolog 0S=Homo sapiens GN=RTCB PE=1 SV=1 3 15 0.20
CNDP2 Q96KP4ICNDP2_HUMAN Cytosolic non-specific dipeptidase 0S=Homo sapiens GN=CNDP2 PE=1 SV=2 1 5 0.20
NT5DC2 Q9H857INT5D2_HUMAN 5'-nucleotidase domain-containing protein 2 0S=Homo sapiens GN=NT5DC2 PE=1 SV=1 1 5 0.20
SPATS2L QINUQBISPS2L_HUMAN SPATS?-like protein OS=Homo sapiens GN=SPATS2L PE=1 SV=2 1 5 0.20
PSPCI QBWXF1IPSPCT_HUMAN Paraspeckle component 1 OS=Homo sapiens GN=PSPC1 PE=1 SV=1 2 1 0.18
GLB1 P16278IBGAL_HUMAN Beta-galactosidase OS=Homo sapiens GN=GLB1 PE=1 SV=2 2 1 0.18
ALDHSAT P51649ISSDH_HUMAN 0S=Homo sapiens GN=ALDHSAT PE=1 SV=2 2 1 0.18
ATAD3A QINVIZIATD3A_HUMAN ATPase family AAA domain-containing protein 3A OS=Homo sapiens GN=ATAD3A PE=1 SV=2 3 17 0.18
GSR PO0390IGSHR_HUMAN Glutathione reductase, mitochondrial 0S=Homo sapiens GN=GSR PE=1 SV=2 2 12 0.17
SMARCE1 Q969G3ISMCE1 _HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily E member 1 0S=Homo sapiens GN=SMARCE1 PE=1 SV=2 1 6 0.17
LEMD2 Q8NC56ILEMD2_HUMAN LEM domain-containing protein 2 OS=Homo sapiens GN=LEMD2 PE=1 SV=1 1 6 017
FTCD 095954IFTCD_HUMAN Formimidoyltransferase-cyclodeaminase 0S=Homo sapiens GN=FTCD PE=1 SV=2 2 12 0.17
SARS P495911SYSC_HUMAN Serine~tRNA ligase, cytoplasmic OS=Homo sapiens GN=SARS PE=1 SV=3 2 13 0.15
AIFM1 09583 1IAIFM1_HUMAN Apoptosis-inducing factor 1, mitochondrial OS=Homo sapiens GN=AIFM1 PE=1 SV=1 3 20 0.15
RPAT P27694IRFAT_HUMAN Replication protein A 70 kDa DNA-binding subunit OS=Homo sapiens GN=RPAT PE=1 SV=2 1 7 0.14
HMGCST QO1581IHMCS1_HUMAN oA synthase, 0S=Homo sapiens GN=HMGCS1 PE=1 SV=2 2 14 0.14
PGM3. o 1_HUMAN mutase 0S=Homo sapiens GN=PGM3 PE=1 SV=1 1 7 0.14
HDAC1 Q13547IHDACT_HUMAN Histone deacetylase 1 0S=Homo sapiens GN=HDAC1 PE=1 SV=1 1 7 0.14
ACADVL P49748IACADV_HUMAN Very long-chain specific acyl-CoA dehydrogenase, mitochondrial 0S=Homo sapiens GN=ACADVL PE=1 SV=1 2 15 0.13
PPP2R1A P3015312AAA_HUMAN Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A alpha isoform OS=Homo sapiens GN=PPP2R1A PE=1 SV=4 2 15 0.13
FKBP4 Q02790IFKBP4_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP4 0S=Homo sapiens GN=FKBP4 PE=1 SV=3 2 16 0.13
KPNA2 P52292IIMA1_HUMAN Importin subunit alpha-1 OS=Homo sapiens GN=KPNA2 PE=1 SV=1 1 8 0.13
MAOA P21397IAOFA_HUMAN Amine oxidase [flavin-containing] A 0S=Homo sapiens GN=MAOA PE=1 SV=1 1 8 0.13
CHDH Q8NE62ICHDH_HUMAN Choline dehydrogenase, mitochondrial OS=Homo sapiens GN=CHDH PE=1 SV=2 1 8 0.13
PCK1 P35558IPCKGC_HUMAN Phosphoenolpyruvate carboxykinase, cytosolic [GTP] OS=Homo sapiens GN=PCK1 PE=1 SV=3 1 9 0.11
IGF28P2 QOY6M1IIF2B2_HUMAN Insulin-like growth factor 2 mRNA-binding protein 2 0S=Homo sapiens GN=IGF2BP2 PE=1 SV=2 1 9 0.11
GALNT2 Q10471IGALT2_HUMAN pept 2 0S=Homo sapiens GN=GALNT2 PE=1 SV=1 1 9 0.
uTP1S QBTEDOIUTP15_HUMAN U3 small nucleolar RNA-associated protein 15 homolog 0S=Homo sapiens GN=UTP15 PE=1 SV=3 1 9 0.11
HSP90B1 P14625IENPL_HUMAN Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 1 9 0.11
STIP1 P31948ISTIP1_HUMAN Stress-induced-phosphoprotein 1 0S=Homo sapiens GN=STIP1 PE=1 SV=1 2 20 0.10
USP14 P545781UBP14_HUMAN Ubiquitin carboxyl-terminal hydrolase 14 0S=Homo sapiens GN=USP14 PE=1 SV=3 1 i 0.09
SGPL1 095470ISGPL1_HUMAN Sphingosine-1-phosphate lyase 1 0S=Homo sapiens GN=SGPL1 PE=1 SV=3 0 5 0.00
DAPK3 043293IDAPK3_HUMAN Death-associated protein kinase 3 0S=Homo sapiens GN=DAPK3 PE=1 SV=1 0 2 0.00
ENTPD6 075354IENTP6_HUMAN 6 0S=Homo sapiens GN=ENTPD6 PE=1 SV=3 0 2 0.00
SERINCT QINRXSISERCT_HUMAN Serine incorporator 1 OS=Homo sapiens GN=SERINC1 PE=1 SV=1 0 1 0.00
ITGB1 POS556/ITB1_HUMAN Integrin beta-1 0S=Homo sapiens GN=ITGB1 PE=1 SV=2 0 2 0.00
INF512 QUBME7IZNS12_HUMAN Zinc finger protein 512 0S=Homo sapiens GN=ZNFS12 PE=1 SV=2 0 6 0.00
CPT2 P23786ICPT2_HUMAN Carnitine O-palmitoyltransferase 2, mitochondrial 0S=Homo sapiens GN=CPT2 PE=1 SV=2 0 5 0.00
NRBP1 QOUHY1INRBP_HUMAN Nuclear receptor-binding protein OS=Homo sapiens GN=NRBP1 PE=1 SV=1 0 3 0.00
YTHDF1 QIBYJIIYTHD1_HUMAN YTH domain-containing family protein 1 0S=Homo sapiens GN=YTHDF1 PE=1 SV=1 0 3 0.00
PTPNT1 Q06124IPTN11_HUMAN Tyrosine-protein phosphatase non-receptor type 11 0S=Homo sapiens GN=PTPN11 PE=1 SV=2 0 2 0.00
HSPA13 P487231HSP13_HUMAN Heat shock 70 kDa protein 13 0S=Homo sapiens GN=HSPA13 PE=1 SV=1 0 1 0.00
CTSA P10619IPPGB_HUMAN Lysosomal protective protein OS=Homo sapiens GN=CTSA PE=1 SV=2 0 1 0.00
FER P16591IFER_HUMAN Tyrosine-protein kinase Fer 0S=Homo sapiens GN=FER PE=1 SV=2 0 2 0.00
SMUT Q2TAY7ISMUT_HUMAN WDA40 repeat-containing protein SMUT OS=Homo sapiens GN=SMU1 PE=1 SV=2 0 3 0.00
PCCB POS166IPCCB_HUMAN Propionyl-CoA carboxylase beta chain, mitochondrial OS=Homo sapiens GN=PCCB PE=1 SV=3 0 9 0.00
RANGAP1 1_HUMAN Ran GTP: g protein 1 0S=Homo sapiens GN=RANGAP1 PE=1 SV=1 0 3 0.00
CCDC47 Q96A33ICCD47_HUMAN Coiled-coil domain-containing protein 47 0S=Homo sapiens GN=CCDC47 PE=1 SV=1 0 11 0.00
G3BP1 Q132831G3BP1_HUMAN Ras GTPase-activating protein-binding protein 1 0S=Homo sapiens GN=G3BP1 PE=1 SV=1 0 9 0.00
cPVL QIH3GSICPVL_HUMAN Probable serine carboxypeptidase CPVL OS=Homo sapiens GN=CPVL PE=1 SV=2 0 1 0.00
LACTB P83111ILACTB_HUMAN Serine beta-| like protein LACTB, 0S=Homo sapiens GN=LACTB PE=1 SV=2 0 3 0.00

ACSM2A QOBAH3IACS2A_HUMAN Acyl-coenzyme A synthetase ACSM2A, mitochondrial OS=Homo sapiens GN=ACSM2A PE=1 SV=2 0 1 0.00

FAM134C Q86VR2IF134C_HUMAN Protein FAM134C 0S=Homo sapiens GN=FAM134C PE=1 SV=1 0 4 0.00
AHSG PO2765IFETUA_HUMAN Alpha-2-HS-glycoprotein 0S=Homo sapiens GN=AHSG PE=1 SV=1 0 4 0.00
RTN4. QINQC3IRTNA_HUMAN Reticulon-4 OS=Homo sapiens GN=RTN4 PE=1 SV=2 0 1 0.00

SLC1A4 P43007ISATT_HUMAN Neutral amino acid transporter A OS=Homo sapiens GN=SLC1A4 PE=1 SV=1 0 1 0.00

SELENBP1 Q132281SBP1_HUMAN Selenium-binding protein 1 0S=Homo sapiens GN=SELENBP1 PE=1 SV=2 0 6 0.00
PNKP Q96TE0IPNKP_HUMAN i 0S=Homo sapiens GN=PNKP PE=1 SV=1 0 2 0.00

DDX19A QINUU7IDDT9A_HUMAN ATP-dependent RNA helicase DDX19A OS=Homo sapiens GN=DDX19A PE=1 SV=1 0 6 0.00
EPHX2 P34913IHYES_HUMAN Bifunctional epoxide hydrolase 2 0S=Homo sapiens GN=EPHX2 PE=1 SV=2 0 4 0.00
ZNHIT6 QINWKIIBCD1_HUMAN Box C/D snoRNA protein 1 0S=Homo sapiens GN=ZNHIT6 PE=1 SV=1 0 2 0.00
DDX17 Q92841IDDX17_HUMAN Probable ATP-dependent RNA helicase DDX17 0S=Homo sapiens GN=DDX17 PE=1 SV=2 0 1 0.00
BCAM P50895IBCAM_HUMAN Basal cell adhesion molecule OS=Homo sapiens GN=BCAM PE=1 SV=2 0 2 0.00
CDC73 Q6P1J9ICDC73_HUMAN Parafibromin 0S=Homo sapiens GN=CDC73 PE=1 SV=1 0 4 0.00
MARS2 QIBGWIISYMM_HUMAN Methionine—tRNA ligase, mitochondrial OS=Homo sapiens GN=MARS2 PE=1 SV=2 0 4 0.00
PELP1 QBIZLBIPELP1_HUMAN Proline-, glutamic acid- and leucine-rich protein 1 0S=Homo sapiens GN=PELP1 PE=1 SV=2 0 3 0.00
TOE1 QU6GMBITOET_HUMAN Target of EGR1 protein 1 0S=Homo sapiens GN=TOE1 PE=1 SV=1 0 3 0.00
NEK2 P51955INEK2_HUMAN Serine/threonine-protein kinase Nek2 OS=Homo sapiens GN=NEK2 PE=1 SV=1 0 2 0.00

NUDCD1 QIBRS6INUDCT_HUMAN NudC domain-containing protein 1 0S=Homo sapiens GN=NUDCD1 PE=1 SV=2 0 2 0.00

PPPAR2 QINY27IPP4R2_HUMAN Serine threonine-protein phosphatase 4 regulatory subunit 2 0S=Homo sapiens GN=PPP4R2 PE=1 SV=3 0 3 0.00




KIAA0391 015091IMRRP3_HUMAN Mitochondrial ribonuclease P protein 3 0S=Homo sapiens GN=KIAA0391 PE=1 SV=2 0 2 0.00
HDAC2 Q92769IHDAC2_HUMAN Histone deacetylase 2 0S=Homo sapiens GN=HDAC2 PE=1 SV=2 0 2 0.00
STXBP3 000186ISTXB3_HUMAN Syntaxin-binding protein 3 0S=Homo sapiens GN=STXBP3 PE=1 SV=2 0 3 0.00

APOH P02749IAPOH_HUMAN Beta-2-glycoprotein 1 0S=Homo sapiens GN=APOH PE=1 SV=3 0 3 0.00

No_GenelD AOA1BOGUO3IA0ATBOGUO3_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1 0 1 0.00
SEPT11 QINVAZISEP11_HUMAN Septin-11 OS=Homo sapiens GN=SEPT11 PE=1 SV=3 0 4 0.00
KMT2A Q03164IKMT2A_HUMAN Histone-lysine N-methyltransferase 2A 0S=Homo sapiens GN=KMT2A PE=1 SV=5 0 7 0.00
NUCB1 Q02818INUCB1_HUMAN Nucleobindin-1 0S=Homo sapiens GN=NUCB1 PE=1 SV=4 0 9 0.00
C1Q8P Q07021IC1QBP_HUMAN Complement component 1 Q binding protein, 0S=Homo sapiens GN=C1QBP PE=1 SV=1 0 1 0.00
PICALM Q13492IPICAL_HUMAN Phosphatidylinositol-binding clathrin assembly protein 0S=Homo sapiens GN=PICALM PE=1 SV=2 0 2 0.00

GNL3 Q9BVP2IGNL3_HUMAN Guanine nucleotide-binding protein-like 3 0S=Homo sapiens GN=GNL3 PE=1 SV=2 0 6 0.00
ADAM10 014672IADAT0_HUMAN Disintegrin and metalloproteinase domain-containing protein 10 0S=Homo sapiens GN=ADAM10 PE=1 SV=1 0 2 0.00
SNW1 Q13573ISNW1_HUMAN SNW domain-containing protein 1 0S=Homo sapiens GN=SNW1 PE=1 SV=1 0 4 0.00
PEX14 075381IPEX14_HUMAN Peroxisomal membrane protein PEX14 0S=Homo sapiens GN=PEX14 PE=1 SV=1 0 2 0.00
ALDOC P09972IALDOC_HUMAN Fructose-bisphosphate aldolase C 0S=Homo sapiens GN=ALDOC PE=1 SV=2 0 1 0.00
CoYL Q9Y232ICDYLT_HUMAN Chromodomain Y-like protein OS=Homo sapiens GN=CDYL PE=1 SV=2 0 2 0.00
RELA Q04206ITF65_HUMAN Transcription factor p65 0S=Homo sapiens GN=RELA PE=1 SV=2 0 3 0.00
NOP9. Q86U38INOPI_HUMAN Nucleolar protein 9 0S=Homo sapiens GN=NOP9 PE=1 SV=1 0 8 0.00
CA9 Q16790ICAH9_HUMAN Carbonic anhydrase 9 0S=Homo sapiens GN=CA9 PE=1 SV=2 0 1 0.00
HNRNPU Q00839IHNRPU_HUMAN Heterogeneous nuclear ribonucleoprotein U 0S=Homo sapiens GN=HNRNPU PE=1 SV=6 0 3 0.00
WDR37 Q9Y2I8IWDR37_HUMAN WD repeat-containing protein 37 0S=Homo sapiens GN=WDR37 PE=1 SV=2 0 1 0.00
MFAP1 P55081IMFAP1_HUMAN Microfibrillar-associated protein 1 0S=Homo sapiens GN=MFAP1 PE=1 SV=2 0 2 0.00
IMPDH2 P12268IIMDH2_HUMAN Inosine-5'-monophosphate dehydrogenase 2 0S=Homo sapiens GN=IMPDH2 PE=1 SV=2 0 1 0.00
CWF19L1 Q69YN2IC19L1_HUMAN CWF19-like protein 1 0S=Homo sapiens GN=CWF19L1 PE=1 SV=2 0 1 0.00
EHD1 Q¢ D1_HUMAN EH d g protein 1 0S=Homo sapiens GN=EHD1 PE=1 SV=2 0 4 0.00
uTP3 QINQZ2ISAS10_HUMAN Something about silencing protein 10 0S=Homo sapiens GN=UTP3 PE=1 SV=1 0 1 0.00
SRP54 P61011ISRP54_HUMAN Signal recognition particle 54 kDa protein OS=Homo sapiens GN=SRP54 PE=1 SV=1 0 7 0.00
NAE1 Q13564IULAT_HUMAN NEDD8-activating enzyme E1 regulatory subunit 0S=Homo sapiens GN=NAE1 PE=1 SV=1 0 4 0.00
PPAT Q06203IPUR1_HUMAN Amidophosphoribosyltransferase OS=Homo sapiens GN=PPAT PE=1 SV=1 0 5 0.00
LPCAT2 Q7LSN7IPCAT2_HUMAN Lysophosphatidylcholine acyltransferase 2 0S=Homo sapiens GN=LPCAT2 PE=1 SV=1 0 3 0.00
APMAP Q9HDCIIAPMAP_HUMAN Adipocyte plasma membrane-associated protein 0S=Homo sapiens GN=APMAP PE=1 SV=2 4 2 0.00
DPYSL4 014531IDPYL4_HUMAN Dihydropyrimidinase-related protein 4 0S=Homo sapiens GN=DPYSL4 PE=1 SV=2 0 2 0.00
PGK1 P0O0558IPGK1_HUMAN Phosphoglycerate kinase 1 0S=Homo sapiens GN=PGK1 PE=1 SV=3 0 2 0.00
SLC7AS QO1650ILAT1_HUMAN Large neutral amino acids transporter small subunit 1 0S=Homo sapiens GN=SLC7AS PE=1 SV=2 0 1 0.00
PEPD P12955IPEPD_HUMAN Xaa-Pro dipeptidase OS=Homo sapiens GN=PEPD PE=1 SV=3 0 8 0.00
NPM1 P06748INPM_HUMAN Nucleophosmin 0S=Homo sapiens GN=NPM1 PE=1 SV=2 0 4 0.00
2C3HC1 Q86WBOINIPA_HUMAN Nuclear-interacting partner of ALK 0S=Homo sapiens GN=ZC3HC1 PE=1 SV=1 0 2 0.00
GDI P31150IGDIA_HUMAN Rab GDP dissociation inhibitor alpha 0S=Homo sapiens GN=GDI1 PE=1 SV=2 0 3 0.00
Pl4K2A QBTUBIP4K2A_HUMAN Phosphatidylinositol 4-kinase type 2-alpha OS=Homo sapiens GN=PI4K2A PE=1 SV=1 0 2 0.00
PDIA4 P13667IPDIA4_HUMAN Protein disulfide-isomerase A4 OS=Homo sapiens GN=PDIA4 PE=1 SV=2 0 4 0.00
TAOK2 Q9ULS4ITAOK2_HUMAN Serine/threonine-protein kinase TAO2 OS=Homo sapiens GN=TAOK2 PE=1 SV=2 0 3 0.00
PPP3CA Q _HUMAN Serine/thr P 2B catalytic subunit alpha isoform OS=Homo sapiens GN=PPP3CA PE=1 SV=1 0 4 0.00
UTP15 Q8TEDOIUTP15_HUMAN U3 small nucleolar RNA-associated protein 15 homolog 0S=Homo sapiens GN=UTP15 PE=1 SV=3 0 1 0.00
AHCYL1 04! _HUMAN 2 0S=Homo sapiens GN=AHCYL1 PE=1 SV=2 0 3 0.00
ACTB P60709IACTB_HUMAN Actin, cytoplasmic 1 0S=Homo sapiens GN=ACTB PE=1 SV=1 0 9 0.00
GPS1 Q13098ICSN1_HUMAN COP9 signalosome complex subunit 1 0S=Homo sapiens GN=GPS1 PE=1 SV=4 0 2 0.00
STIM1 Q13586ISTIM1_HUMAN Stromal interaction molecule 1 0S=Homo sapiens GN=STIM1 PE=1 SV=3 0 1 0.00
PEG10 Q86TG7IPEG10_HUMAN Retrotransposon-derived protein PEG10 OS=Homo sapiens GN=PEG10 PE=1 SV=2 0 1 0.00
PRPF31 Q8WWY3IPRP31_HUMAN U4/U6 small nuclear ribonucleoprotein Prp31 0S=Homo sapiens GN=PRPF31 PE=1 SV=2 0 2 0.00
FKBPS Q14318IFKBP8_HUMAN Peptidyl-prolyl cis-trans isomerase FKBP8 0S=Homo sapiens GN=FKBP8 PE=1 SV=2 0 4 0.00
ODR4 Q5SWXBIODR4_HUMAN Protein odr-4 homolog 0S=Homo sapiens GN=0DR4 PE=1 SV=1 0 2 0.00
FAMB9A QST7MIIFABIA_HUMAN Protein FAM69A OS=Homo sapiens GN=FAMBIA PE=2 SV=1 0 1 0.00
STXBP2 Q15833ISTXB2_HUMAN Syntaxin-binding protein 2 0S=Homo sapiens GN=STXBP2 PE=1 SV=2 0 5 0.00
ARSE P51690IARSE_HUMAN Arylsulfatase E OS=Homo sapiens GN=ARSE PE=1 SV=2 0 6 0.00

€CDC88B ABNC98ICCBBB_HUMAN Coiled-coil domain-containing protein 888 0S=Homo sapiens GN=CCDC88B PE=1 SV=1 0 4 0.00

CDKN2AIP QINXVEICARF_HUMAN CDKN2A-interacting protein OS=Homo sapiens GN=CDKN2AIP PE=1 SV=3 0 3 0.00
PDCD4 QS3EL6IPDCDA_HUMAN Programmed cell death protein 4 0S=Homo sapiens GN=PDCD4 PE=1 SV=2 0 2 0.00
WDHD1 075717IWDHD1_HUMAN WD repeat and HMG-box DNA-binding protein 1 0S=Homo sapiens GN=WDHD1 PE=1 SV=1 0 2 0.00

TMEM209 Q96SK2ITM209_HUMAN Transmembrane protein 209 0S=Homo sapiens GN=TMEM209 PE=1 SV=2 0 2 0.00

PPPSC P53041IPPP5_HUMAN Serine/threonine-protein phosphatase 5 0S=Homo sapiens GN=PPPSC PE=1 SV=1 0 5 0.00
PIGT Q969N2IPIGT_HUMAN GPI transamidase component PIG-T 0S=Homo sapiens GN=PIGT PE=1 SV=1 0 3 0.00
GK2 Q14410IGLPK2_HUMAN Glycerol kinase 2 0S=Homo sapiens GN=GK2 PE=2 SV=2 0 2 0.00

EIF2B4 Q9UI1OIEI2BD_HUMAN Translation initiation factor elF-28 subunit delta OS=Homo sapiens GN=EIF2B4 PE=1 SV=2 0 4 0.00

EIF2B3 QINRS0IEIZBG_HUMAN Translation initiation factor elF-2B subunit gamma OS=Homo sapiens GN=EIF2B3 PE=1 SV=1 0 2 0.00

NAP1L4 Q99733INP1L4_HUMAN Nucleosome assembly protein 1-like 4 0S=Homo sapiens GN=NAP1L4 PE=1 SV=1 0 7 0.00

HSPIOABT P08238IHS90B_HUMAN Heat shock protein HSP 90-beta 0S=Homo sapiens GN=HSPIOAB1 PE=1 SV=4 0 7 0.00
NELFCD QBIXH7INELFD_HUMAN Negative elongation factor C/D 0S=Homo sapiens GN=NELFCD PE=1 SV=2 0 3 0.00

RAP1GDS1 P52306IGDS1_HUMAN Rap1 GTPase-GDP dissociation stimulator 1 0S=Homo sapiens GN=RAP1GDS1 PE=1 SV=3 0 3 0.00
HSPAG P17066/HSP76_HUMAN Heat shock 70 kDa protein 6 0S=Homo sapiens GN=HSPAG PE=1 SV=2 0 1 0.00

TORTAIP2 QBNFQBITOIP2_HUMAN Torsin-1A-interacting protein 2 0S=Homo sapiens GN=TOR1AIP2 PE=1 SV=1 0 1 0.00

FN1 P02751IFINC_HUMAN Fibronectin OS=Homo sapiens GN=FN1 PE=1 SV=4 0 5 0.00

MTA3 QIBTCBIMTA3_HUMAN Metastasis-associated protein MTA3 0S=Homo sapiens GN=MTA3 PE=1 SV=2 0 2 0.00

SLC27A1 QBPCB7IS27A1_HUMAN Long-chain fatty acid transport protein 1 0S=Homo sapiens GN=SLC27A1 PE=2 SV=1 0 2 0.00
PACSINZ QYUNFOIPACNZ__HUMAN Protein kinase C and casein kinase substrate in neurons protein 2 0S=Homo sapiens GN=PACSINZ PE=1 SV=2 0 7 0.00
FARSB QINSDISYFB_HUMAN Phenylalanine—tRNA ligase beta subunit 0S=Homo sapiens GN=FARSB PE=1 SV=3 0 8 0.00
NARS2 Q96I59ISYNM_HUMAN Probable asparagine--tRNA ligase, mitochondrial 0S=Homo sapiens GN=NARS2 PE=1 SV=3 0 3 0.00
ACSM3 Q53FZ2IACSM3_HUMAN Acyl-coenzyme A synthetase ACSM3, mitochondrial 0S=Homo sapiens GN=ACSM3 PE=1 SV=2 0 3 0.00
RBM39 Q14498IRBM39_HUMAN RNA-binding protein 39 0S=Homo sapiens GN=RBM39 PE=1 SV=2 0 1 0.00

PIGS Q96S52IPIGS_HUMAN GPI transamidase component PIG-S OS=Homo sapiens GN=PIGS PE=1 SV=3 0 4 0.00

CLPTMIL Q96KASICLPTL_HUMAN Cleft lip and palate transmembrane protein 1-like protein 0S=Homo sapiens GN=CLPTM1L PE=1 SV=1 0 3 0.00

SERPINA7 P05543ITHBG_HUMAN Thyroxine-binding globulin 0S=Homo sapiens GN=SERPINA7 PE=1 SV=2 4 3 0.00
MGST2 Q99735IMGST2_HUMAN Microsomal glutathione S-transferase 2 0S=Homo sapiens GN=MGST2 PE=1 SV=1 0 1 0.00
NAPTL1 P55209INP1L1_HUMAN Nucleosome assembly protein 1-like 1 0S=Homo sapiens GN=NAP1L1 PE=1 SV=1 0 3 0.00
FKBPS Q13451IFKBPS_HUMAN Peptidyl-prolyl cis-trans isomerase FKBPS 0S=Homo sapiens GN=FKBP5 PE=1 SV=2 0 6 0.00
CORO1B (Q9BR76ICOR1B_HUMAN Coronin-1B 0S=Homo sapiens GN=CORO1B PE=1 SV=1 0 6 0.00

SLC16A3 015427IMOT4_HUMAN Monocarboxylate transporter 4 0S=Homo sapiens GN=SLC16A3 PE=1 SV=1 0 1 0.00

XPNPEP3 QINQH7IXPP3_HUMAN Probable Xaa-Pro 3 0S=Homo sapiens GN=} PE=1 SV=1 0 1 0.00
EXOSC9 Q06265IEXOS9_HUMAN Exosome complex component RRP45 0S=Homo sapiens GN=EXOSC9 PE=1 SV=3 0 2 0.00




MTPAP QINVV4IPAPD1_HUMAN Poly(A) RNA polymerase, mitochondrial OS=Homo sapiens GN=MTPAP PE=1 SV=1 0 3 0.00
SLC44A1 QBWWISICTL1_HUMAN Choline transporter-like protein 1 0S=Homo sapiens GN=SLC44A1 PE=1 SV=1 0 2 0.00
SUOX P51687ISUOX_HUMAN Sulfite oxidase, mitochondrial 0S=Homo sapiens GN=SUOX PE=1 SV=2 0 3 0.00
EWSR1 Q01844IEWS_HUMAN RNA-binding protein EWS 0S=Homo sapiens GN=EWSR1 PE=1 SV=1 0 1 0.00
M6PR D_HUMAN C depende phosphate receptor 0S=Homo sapiens GN=M6PR PE=1 SV=1 0 1 0.00
PIPSK1A Q99755IPIS1A_HUMAN Phosphatidylinositol 4-phosphate 5-kinase type-1 alpha OS=Homo sapiens GN=PIPSK1A PE=1 SV=1 0 4 0.00
SEC62 Q99442ISEC62_HUMAN Translocation protein SEC62 0S=Homo sapiens GN=SEC62 PE=1 SV=1 0 3 0.00
FUBP3 Q96124IFUBP3_HUMAN Far upstream element-binding protein 3 0S=Homo sapiens GN=FUBP3 PE=1 SV=2 0 12 0.00
TMX3 Q96JJ7ITMX3_HUMAN Protein disulfide-isomerase TMX3 OS=Homo sapiens GN=TMX3 PE=1 SV=2 0 7 0.00
ATE1 095260IATE1_HUMAN Arginyl-tRNA--protein transferase 1 0S=Homo sapiens GN=ATE1 PE=1 SV=2 0 2 0.00
NTSC2 P49902ISNTC_HUMAN Cytosolic purine 5'-nucleotidase OS=Homo sapiens GN=NT5C2 PE=1 SV=1 0 1 0.00
CTPS2 QINRFBIPYRG2_HUMAN CTP synthase 2 OS=Homo sapiens GN=CTPS2 PE=1 SV=1 0 1 0.00
P3H4 Q92791ISC65_HUMAN Synaptonemal complex protein SC65 0S=Homo sapiens GN=P3H4 PE=1 SV=1 0 6 0.00
cPQ Q9Y646ICBPQ_HUMAN Carboxypeptidase Q 0S=Homo sapiens GN=CPQ PE=1 SV=1 0 4 0.00
NCOAS QOHCDSINCOAS_HUMAN Nuclear receptor coactivator 5 0S=Homo sapiens GN=NCOAS PE=1 SV=2 0 5 0.00
SACMIL QINTJSISACT_HUMAN Phosphatidylinositide phosphatase SAC1 0S=Homo sapiens GN=SACM1L PE=1 SV=2 0 3 0.00
DYNCTH1 Q14204IDYHC1_HUMAN Cytoplasmic dynein 1 heavy chain 1 0S=Homo sapiens GN=DYNCTH1 PE=1 SV=5 0 3 0.00
F10 P00742IFA10_HUMAN Coagulation factor X 0S=Homo sapiens GN=F10 PE=1 SV=2 0 4 0.00
LZTS3 060299ILZTS3_HUMAN Leucine zipper putative tumor suppressor 3 0S=Homo sapiens GN=LZTS3 PE=2 SV=1 0 3 0.00
HYOU1 Q9Y4L1IHYOUT_HUMAN Hypoxia up-regulated protein 1 0S=Homo sapiens GN=HYOU1 PE=1 SV=1 0 4 0.00
NUPS0 Q9UKX7INUP5S0_HUMAN Nuclear pore complex protein NupS0 0S=Homo sapiens GN=NUPS0 PE=1 SV=2 0 3 0.00
PRRC1 Q96M27IPRRCT_HUMAN Protein PRRCT 0S=Homo sapiens GN=PRRC1 PE=1 SV=1 0 2 0.00
AJUBA Q96IF11AJUBA_HUMAN LIM domain-containing protein ajuba OS=Homo sapiens GN=AJUBA PE=1 SV=1 0 6 0.00
CKAP4 Q07065ICKAP4_HUMAN Cytoskeleton-associated protein 4 0S=Homo sapiens GN=CKAP4 PE=1 SV=2 0 20 0.00
SGSH P51688ISPHM_HUMAN N-sulphoglucosamine sulphohydrolase 0S=Homo sapiens GN=SGSH PE=1 SV=1 0 2 0.00
TECR QINZOTITECR_HUMAN Very-long-chain enoyl-CoA reductase OS=Homo sapiens GN=TECR PE=1 SV=1 0 1 0.00
B4GAT1 [of 1_HUMAN Beta-1,4 1 0S=Homo sapiens GN=B4GAT1 PE=1 SV=1 0 2 0.00
METTL7A T7A_HUMAN like protein 7A OS=Homo sapiens GN=METTL7A PE=1 SV=1 0 1 0.00
SEPT8 Q92599ISEPT8_HUMAN Septin-8 OS=Homo sapiens GN=SEPT8 PE=1 SV=4 0 2 0.00
HSPATL. P349311HS71L_HUMAN Heat shock 70 kDa protein 1-like 0S=Homo sapiens GN=HSPA1L PE=1 SV=2 0 3 0.00
DST Q03001IDYST_HUMAN Dystonin 0S=Homo sapiens GN=DST PE=1 SV=4 4 6 0.00
ME2 P23368IMAOM_HUMAN NAD-dependent malic enzyme, mitochondrial 0S=Homo sapiens GN=ME2 PE=1 SV=1 0 4 0.00
RBBP4 Q09028IRBBP4_HUMAN Histone-binding protein RBBP4 OS=Homo sapiens GN=RBBP4 PE=1 SV=3 0 1 0.00
DPY19L3 Q6ZPDIIDT9L3_HUMAN Probable C-mannosyltransferase DPY19L3 0S=Homo sapiens GN=DPY19L3 PE=2 SV=1 0 1 0.00
PDZK1 QS5T2W1INHRF3_HUMAN Na(+)/H(+) exchange regulatory cofactor NHE-RF3 OS=Homo sapiens GN=PDZK1 PE=1 SV=2 0 2 0.00
CD5S. P08174IDAF_HUMAN Complement decay-accelerating factor 0S=Homo sapiens GN=CD55 PE=1 SV=4 0 1 0.00
RCC1 P18754IRCC1_HUMAN Regulator of chromosome condensation 0S=Homo sapiens GN=RCC1 PE=1 SV=1 0 3 0.00
CDKSRAP3 Q96JB5ICK5P3_HUMAN CDKS regulatory subunit-associated protein 3 0S=Homo sapiens GN=CDK5RAP3 PE=1 SV=2 0 6 0.00
SNX27 Q96L92ISNX27_HUMAN Sorting nexin-27 0S=Homo sapiens GN=SNX27 PE=1 SV=2 0 3 0.00
PPIL4. QBWUAZIPPIL4_HUMAN Peptidyl-prolyl cis-trans isomerase-like 4 0S=Homo sapiens GN=PPIL4 PE=1 SV=1 0 2 0.00
PLD3 Q8IVOBIPLD3_HUMAN Phospholipase D3 0S=Homo sapiens GN=PLD3 PE=1 SV=1 0 3 0.00
TF P02787ITRFE_HUMAN Serotransferrin OS=Homo sapiens GN=TF PE=1 SV=3 0 3 0.00
AKAP1 Q92667IAKAPT_HUMAN A-kinase anchor protein 1, mitochondrial 0S=Homo sapiens GN=AKAP1 PE=1 SV=1 0 2 0.00
LSM14A QBNDS6ILS14A_HUMAN Protein LSM14 homolog A 0S=Homo sapiens GN=LSM14A PE=1 SV=3 0 3 0.00
TOM1 060784ITOM1_HUMAN Target of Myb protein 1 0S=Homo sapiens GN=TOM1 PE=1 SV=2 0 4 0.00
2GPAT QBN5ASIZGPAT_HUMAN Zinc finger CCCH-type with G patch domain-containing protein OS=Homo sapiens GN=ZGPAT PE=1 SV=3 0 2 0.00
GSDMD P57764IGSDMD_HUMAN Gasdermin-D OS=Homo sapiens GN=GSDMD PE=1 SV=1 0 2 0.00
PRICKLE2 Q7Z3G6IPRIC2_HUMAN Prickle-like protein 2 0S=Homo sapiens GN=PRICKLE2 PE=1 SV=2 0 3 0.00
RPN1 1_HUMAN Dolichyl D subunit 1 0S=Homo sapiens GN=RPN1 PE=1 SV=1 0 9 0.00
TMEM123 Q8N131IPORIM_HUMAN Porimin OS=Homo sapiens GN=TMEM123 PE=1 SV=1 0 1 0.00
YBX1 P678091YBOX1_HUMAN Nuclease-sensitive element-binding protein 1 0S=Homo sapiens GN=YBX1 PE=1 SV=3 0 1 0.00
GLTSCR2 QINZMSIGSCR2_HUMAN Glioma tumor suppressor candidate region gene 2 protein 0S=Homo sapiens GN=GLTSCRZ PE=1 SV=2 0 2 0.00
RAD23B P54727IRD23B_HUMAN UV excision repair protein RAD23 homolog B 0S=Homo sapiens GN=RAD23B PE=1 SV=1 0 6 0.00
SYNCRIP 060506IHNRPQ_HUMAN Heterogeneous nuclear ribonucleoprotein Q 0S=Homo sapiens GN=SYNCRIP PE=1 SV=2 0 16 0.00
FTO Q9COB1IFTO_HUMAN Alpha-ketoglutarate-dependent dioxygenase FTO 0S=Homo sapiens GN=FTO PE=1 SV=3 0 4 0.00
CCDC86 Q9H6F5ICCD86_HUMAN Coiled-coil domain-containing protein 86 0S=Homo sapiens GN=CCDC86 PE=1 SV=1 0 2 0.00
DKC1 060832IDKCT_HUMAN H/ACA ribonucleoprotein complex subunit 4 0S=Homo sapiens GN=DKC1 PE=1 SV=3 0 4 0.00
SNRNP70 P08621IRU17_HUMAN U1 small nuclear ribonucleoprotein 70 kDa 0S=Homo sapiens GN=SNRNP70 PE=1 SV=2 0 3 0.00
RPL8 P62917IRLB_HUMAN 60S ribosomal protein L8 OS=Homo sapiens GN=RPL8 PE=1 SV=2 0 1 0.00
KMTSB Q4FZB7IKMT5B_HUMAN Histone-lysine N-methyltransferase KMT5B 0S=Homo sapiens GN=KMTSB PE=1 SV=4 0 2 0.00
SERPINA3 P0O1011IAACT_HUMAN Alpha-1-antichymotrypsin 0S=Homo sapiens GN=SERPINA3 PE=1 SV=2 0 7 0.00
IQGAP1 P46940lQGAT_HUMAN Ras GTPase-activating-like protein IQGAP1 0S=Homo sapiens GN=IQGAPT PE=1 SV=1 0 3 0.00
ABCB7 075027IABCB7_HUMAN ATP-binding cassette sub-family B member 7, mitochondrial OS=Homo sapiens GN=ABCB7 PE=1 SV=2 0 2 0.00
TKT P29401ITKT_HUMAN Transketolase OS=Homo sapiens GN=TKT PE=1 SV=3 0 6 0.00
UBP1 QINZI7IUBIPT_HUMAN Upstream-binding protein 1 0S=Homo sapiens GN=UBP1 PE=1 SV=1 0 1 0.00
HEXA P0O6865IHEXA_HUMAN Beta-hexosaminidase subunit alpha OS=Homo sapiens GN=HEXA PE=1 SV=2 0 1 0.00
SiL1 Q9H173ISIL1_HUMAN Nucleotide exchange factor SIL1 OS=Homo sapiens GN=SIL1 PE=1 SV=1 0 2 0.00
CARM1 Q86X55ICARM1_HUMAN Histone-arginine methyltransferase CARM1 OS=Homo sapiens GN=CARM1 PE=1 SV=3 0 2 0.00
HSPA9 P38646IGRP75_HUMAN Stress-70 protein, mitochondrial 0S=Homo sapiens GN=HSPA9 PE=1 SV=2 0 6 0.00
LNP QICOEBILNP_HUMAN Protein lunapark OS=Homo sapiens GN=LNP PE=1 SV=2 0 2 0.00
TMISF3 Q9HD45ITMIS3_HUMAN Transmembrane 9 superfamily member 3 0S=Homo sapiens GN=TMISF3 PE=1 SV=2 0 2 0.00
LTA4H P09960ILKHA4_HUMAN Leukotriene A-4 hydrolase OS=Homo sapiens GN=LTA4H PE=1 SV=2 0 14 0.00
SPTBN1 Q01082ISPTB2_HUMAN Spectrin beta chain, non-erythrocytic 1 0S=Homo sapiens GN=SPTBN1 PE=1 SV=2 0 10 0.00
LRRC1 Q9BTT6ILRRCT_HUMAN Leucine-rich repeat-containing protein 1 0S=Homo sapiens GN=LRRC1 PE=1 SV=1 0 2 0.00
SMARCD2 Q92925ISMRD2_HUMAN SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily D member 2 0S=Homo sapiens GN=SMARCD2 PE=1 SV=3 0 3 0.00
VASN QEMK4IVASN_HUMAN Vasorin 0S=Homo sapiens GN=VASN PE=1 SV=1 0 1 0.00
TUBB2B Q9BVATITBB2B_HUMAN Tubulin beta-2B chain 0S=Homo sapiens GN=TUBB2B PE=1 SV=1 0 4 0.00
ANAPC7 Q9UJX3IAPC7_HUMAN Anaphase-promoting complex subunit 7 0S=Homo sapiens GN=ANAPC7 PE=1 SV=4 0 2 0.00
TRIM27 P14373ITRI27_HUMAN Zinc finger protein RFP 0S=Homo sapiens GN=TRIM27 PE=1 SV=1 0 5 0.00
FLNA P21333IFLNA_HUMAN Filamin-A OS=Homo sapiens GN=FLNA PE=1 SV=4 0 5 0.00
No_GenelD AAOAOB7WZ62|A0A087WZ62_HUMAN Mannosyltransferase 0S=Homo sapiens PE=3 SV=1 4 3 0.00
ATAD3B QSTIA4IATD3B_HUMAN ATPase family AAA domain-containing protein 38 0S=Homo sapiens GN=ATAD3B PE=1 SV=1 0 3 0.00
SYPL1 Q16563ISYPL1_HUMAN Synaptophysin-like protein 1 0S=Homo sapiens GN=SYPL1 PE=1 SV=1 0 2 0.00
GLYR Q49A26IGLYRT_HUMAN Putative oxidoreductase GLYR1 OS=Homo sapiens GN=GLYR1 PE=1 SV=3 0 1 0.00
RABGGTA Q92696IPGTA_HUMAN Geranylgerany! transferase type-2 subunit alpha OS=Homo sapiens GN=RABGGTA PE=1 SV=2 0 7 0.00
RANBP3 Q9H6Z4IRANB3_HUMAN Ran-binding protein 3 0S=Homo sapiens GN=RANBP3 PE=1 SV=1 0 8 0.00
TNIP3 Q96KPEITNIP3_HUMAN TNFAIP3-interacting protein 3 0S=Homo sapiens GN=TNIP3 PE=1 SV=2 0 1 0.00
POLR3D P05423IRPC4_HUMAN DNA-directed RNA polymerase Ill subunit RPC4 OS=Homo sapiens GN=POLR3D PE=1 SV=2 0 1 0.00




NELFA Q9H3PINELFA_HUMAN Negative elongation factor A 0S=Homo sapiens GN=NELFA PE=1 SV=3 0 3 0.00
FAM184A QBNB25IF184A_HUMAN Protein FAM184A 0S=Homo sapiens GN=FAM184A PE=2 SV=3 0 2 0.00
NACCT QIBRE7INACCT_HUMAN Nucleus accumbens-associated protein 1 0S=Homo sapiens GN=NACC1 PE=1 SV=1 0 2 0.00
SNX17 Q15036ISNX17_HUMAN Sorting nexin-17 0S=Homo sapiens GN=SNX17 PE=1 SV=1 0 2 0.00
DLAT P10515/0DP2_HUMAN Dihydrolipoyllysine-residue acetyltransferase component of pyruvate dehydrogenase complex, mitochondrial OS=Homo sapiens GN=DLAT PE=1 SV=3 0 2 0.00
DEK P35659IDEK_HUMAN Protein DEK 0S=Homo sapiens GN=DEK PE=1 SV=1 0 5 0.00
NAMPT T_HUMAN 0S=Homo sapiens GN=NAMPT PE=1 SV=1 0 8 0.00
FAF2 Q96CS3IFAF2_HUMAN FAS-associated factor 2 0S=Homo sapiens GN=FAF2 PE=1 SV=2 0 3 0.00
NEK3 P51956INEK3_HUMAN Serine/threonine-protein kinase Nek3 0S=Homo sapiens GN=NEK3 PE=1 SV=2 0 2 0.00
SEPT7 Q16181ISEPT7_HUMAN Septin-7 OS=Homo sapiens GN=SEPT7 PE=1 SV=2 0 1 0.00
IMPACT QIP2X3IIMPCT_HUMAN Protein IMPACT OS=Homo sapiens GN=IMPACT PE=1 SV=2 0 1 0.00
SNX4 095219ISNX4_HUMAN Sorting nexin-4 0S=Homo sapiens GN=SNX4 PE=1 SV=1 0 2 0.00
TERF2IP QINYBOITE2IP_HUMAN Telomeric repeat-binding factor 2-interacting protein 1 0S=Homo sapiens GN=TERF2IP PE=1 SV=1 0 2 0.00
SDHA P31040ISDHA_HUMAN Succinate ] subunit, 0S=Homo sapiens GN=SDHA PE=1 SV=2 0 8 0.00
ACSM2B QB8CK6IACS2B_HUMAN Acyl-coenzyme A synthetase ACSM2B, mitochondrial OS=Homo sapiens GN=ACSM2B PE=1 SV=2 0 5 0.00
GABPA Q06546IGABPA_HUMAN GA-binding protein alpha chain 0S=Homo sapiens GN=GABPA PE=1 SV=1 0 2 0.00
SLC38A3 Q996241538A3_HUMAN Sodium-coupled neutral amino acid transporter 3 0S=Homo sapiens GN=SLC38A3 PE=1 SV=1 0 2 0.00
ABCB1 PO8183IMDR1_HUMAN Multidrug resistance protein 1 0S=Homo sapiens GN=ABCB1 PE=1 SV=3 0 2 0.00
GOPC QYHD261GOPC_HUMAN Golgi d PDZ and coiled-coil motif- protein 0S=Homo sapiens GN=GOPC PE=1 SV=1 0 4 0.00
PPM1G 015355IPPM1G_HUMAN Protein phosphatase 1G 0S=Homo sapiens GN=PPM1G PE=1 SV=1 0 3 0.00
TUBB8 Q3ZCM7ITBB8_HUMAN Tubulin beta-8 chain 0S=Homo sapiens GN=TUBB8 PE=1 SV=2 0 2 0.00
CRAT P43155ICACP_HUMAN Carnitine O-acetyltransferase OS=Homo sapiens GN=CRAT PE=1 SV=5 0 7 0.00
NOTUM Q6PIBBINOTUM_HUMAN Palmitoleoyl-protein carboxylesterase NOTUM OS=Homo sapiens GN=NOTUM PE=1 SV=2 0 1 0.00
TDRKH Q9Y2W6ITDRKH_HUMAN Tudor and KH domain-containing protein 0S=Homo sapiens GN=TDRKH PE=1 SV=2 0 2 0.00
CLPX 076031ICLPX_HUMAN ATP-dependent Clp protease ATP-binding subunit clpX-like, mitochondrial 0S=Homo sapiens GN=CLPX PE=1 SV=2 0 9 0.00
EIF2A QIBY44IEIF2A_HUMAN Eukaryotic translation initiation factor 2A OS=Homo sapiens GN=EIF2A PE=1 SV=3 0 8 0.00
ATP1A3 P13637IAT1A3_HUMAN Sodium/potassium-transporting ATPase subunit alpha-3 0S=Homo sapiens GN=ATP1A3 PE=1 SV=3 0 4 0.00
LTV QI6GA3ILTV1_HUMAN Protein LTV1 homolog OS=Homo sapiens GN=LTV1 PE=1 SV=1 0 1 0.00
CPSF7 Q8N684ICPSF7_HUMAN Cleavage and polyadenylation specificity factor subunit 7 0S=Homo sapiens GN=CPSF7 PE=1 SV=1 0 5 0.00
SLC1AS Q15758IAAAT_HUMAN Neutral amino acid transporter B(0) OS=Homo sapiens GN=SLC1AS PE=1 SV=2 0 1 0.00
NOCAL QIBVI4INOCAL_HUMAN Nucleolar complex protein 4 homolog 0S=Homo sapiens GN=NOCAL PE=1 SV=1 0 9 0.00
NCL P19338INUCL_HUMAN Nucleolin OS=Homo sapiens GN=NCL PE=1 SV=3 0 7 0.00
PRCC Q927331PRCC_HUMAN Proline-ich protein PRCC OS=Homo sapiens GN=PRCC PE=1 SV=1 0 2 0.00
PRIM2 P496431PRIZ_HUMAN DNA primase large subunit OS=Homo sapiens GN=PRIM2 PE=1 SV=2 0 1 0.00
STK26 Q 6_HUMAN Serine/th p kinase 26 0S=Homo sapiens GN=STK26 PE=1 SV=2 0 3 0.00
PDE12 Q6L8Q7IPDET2_HUMAN 2',5'-phosphodiesterase 12 0S=Homo sapiens GN=PDE12 PE=1 SV=2 0 3 0.00
PACSIN3 QYUKS6IPACN3_HUMAN Protein kinase C and casein kinase substrate in neurons protein 3 0S=Homo sapiens GN=PACSIN3 PE=1 SV=2 0 4 0.00
CTNNB1 P35222ICTNB1_HUMAN Catenin beta-1 0S=Homo sapiens GN=CTNNB1 PE=1 SV=1 0 4 0.00
GSK3A P49840IGSK3A_HUMAN Glycogen synthase kinase-3 alpha OS=Homo sapiens GN=GSK3A PE=1 SV=2 0 2 0.00
SPTANT Q13813ISPTNT_HUMAN Spectrin alpha chain, non-erythrocytic 1 0S=Homo sapiens GN=SPTAN1 PE=1 SV=3 0 7 0.00
uTS2 0953991UTS2_HUMAN Urotensin-2 0S=Homo sapiens GN=UTS2 PE=1 SV=1 0 1 0.00
SLC27A4 Q6P1MOIS27A4_HUMAN Long-chain fatty acid transport protein 4 0S=Homo sapiens GN=SLC27A4 PE=1 SV=1 0 2 0.00
No_GenelD AOAOUTRRH7IAOAOUTRRH7_HUMAN Histone H2A 0S=Homo sapiens PE=3 SV=1 0 1 0.00
NASP P49321INASP_HUMAN Nuclear autoantigenic sperm protein OS=Homo sapiens GN=NASP PE=1 SV=2 0 9 0.00
UBQLN1 QIUMXOIUBQL1_HUMAN Ubiquilin-1 OS=Homo sapiens GN=UBQLN1 PE=1 SV=2 0 2 0.00
DBNL QOUJUGIDBNL_HUMAN Drebrin-like protein 0S=Homo sapiens GN=DBNL PE=1 SV=1 0 3 0.00
SLC39A4 Q6PSWSIS39A4_HUMAN Zinc transporter ZIP4 0S=Homo sapiens GN=SLC39A4 PE=1 SV=3 0 1 0.00
RNF2 Q99496IRING2_HUMAN E3 ubiquitin-protein ligase RING2 0S=Homo sapiens GN=RNF2 PE=1 SV=1 0 2 0.00
DNAJC? Q99615IDNJC7_HUMAN DnaJ homolog subfamily C member 7 0S=Homo sapiens GN=DNAJC7 PE=1 SV=2 0 6 0.00
MPP6 QINZWSIMPPE_HUMAN MAGUK p55 subfamily member 6 0S=Homo sapiens GN=MPP6 PE=1 SV=2 0 2 0.00
DNAJC1 QI6KCBIDNJC1_HUMAN DnaJ homolog subfamily C member 1 0S=Homo sapiens GN=DNAJCT PE=1 SV=1 0 2 0.00
SNTB2 Q13425ISNTB2_HUMAN Beta-2-syntrophin OS=Homo sapiens GN=SNTB2 PE=1 SV=1 0 1 0.00
APIS Q9BZZSIAPIS_HUMAN Apoptosis inhibitor 5 0S=Homo sapiens GN=API5 PE=1 SV=3 0 6 0.00
HNRNPLL QBWVVIIHNRLL_HUMAN Heterogeneous nuclear ribonucleoprotein L-like OS=Homo sapiens GN=HNRNPLL PE=1 SV=1 0 3 0.00
FASTKD2 QINYYBIFAKDZ_HUMAN FAST kinase domain-containing protein 2, mitochondrial OS=Homo sapiens GN=FASTKD2 PE=1 SV=1 0 5 0.00
NMD3 Q6D46INMD3_HUMAN 60S ribosomal export protein NMD3 OS=Homo sapiens GN=NMD3 PE=1 SV=1 0 2 0.00
UGT287 P166621UD2B7_HUMAN UDP- 2B7 0S=Homo sapiens GN=UGT2B7 PE=1 SV=1 0 3 0.00
FAM170A ATA519IF170A_HUMAN Protein FAM170A 0S=Homo sapiens GN=FAM170A PE=2 SV=1 0 3 0.00
ATXN1O QIUBBAIATX10_HUMAN Ataxin-10 OS=Homo sapiens GN=ATXN10 PE=1 SV=1 0 1 0.00
LMF2 QBUZ3ILMF2_HUMAN Lipase maturation factor 2 0S=Homo sapiens GN=LMF2 PE=1 SV=2 0 1 0.00
RSPRY1 Q96DX4IRSPRY_HUMAN RING finger and SPRY domain-containing protein 1 0S=Homo sapiens GN=RSPRY1 PE=1 SV=1 0 1 0.00
NMT1 P30419INMT1_HUMAN Glycylpeptide N-tetradecanoyltransferase 1 0S=Homo sapiens GN=NMT1 PE=1 SV=2 0 4 0.00
TXNDCS QBNBSITXNDS_HUMAN Thioredoxin domain-containing protein 5 0S=Homo sapiens GN=TXNDCS PE=1 SV=2 0 2 0.00
SDPR 095810ISDPR_HUMAN Serum deprivation-response protein OS=Homo sapiens GN=SDPR PE=1 SV=3 0 2 0.00
MAVS Q72434IMAVS_HUMAN Mitochondrial antiviral-signaling protein OS=Homo sapiens GN=MAVS PE=1 SV=2 0 8 0.00
cLu P10909ICLUS_HUMAN Clusterin 0S=Homo sapiens GN=CLU PE=1 SV=1 0 3 0.00
COASY Q13057ICOASY_HUMAN Bifunctional coenzyme A synthase 0S=Homo sapiens GN=COASY PE=1 SV=4 0 4 0.00
PABPC1 P11940IPABP1_HUMAN Polyadenylate-binding protein 1 0S=Homo sapiens GN=PABPC1 PE=1 SV=2 0 4 0.00
MYEF2 QIP2KSIMYEF2_HUMAN Myelin expression factor 2 0S=Homo sapiens GN=MYEF2 PE=1 SV=3 0 3 0.00
ARFGAP3 QINP6TIARFG3_HUMAN ADP-ribosylation factor GTPase-activating protein 3 0S=Homo sapiens GN=ARFGAP3 PE=1 SV=1 0 3 0.00
SLC2A2 P11168IGTR2_HUMAN Solute carrier family 2, facilitated glucose transporter member 2 0S=Homo sapiens GN=SLC2A2 PE=1 SV=1 0 1 0.00
RICBA QINPQBIRICBA_HUMAN Synembryn-A 0S=Homo sapiens GN=RICBA PE=1 SV=3 0 1 0.00
SARS2 QINPB1ISYSM_HUMAN Serine--tRNA ligase, mitochondrial 0S=Homo sapiens GN=SARS2 PE=1 SV=1 0 9 0.00
UBXN4 Q92575IUBXN4_HUMAN UBX domain-containing protein 4 0S=Homo sapiens GN=UBXN4 PE=1 SV=2 0 4 0.00
RBBPS Q152911RBBPS_HUMAN Retinoblastoma-binding protein 5 0S=Homo sapiens GN=RBBPS PE=1 SV=2 0 3 0.00
LGALS38P Q08380ILG3BP_HUMAN Galectin-3-binding protein OS=Homo sapiens GN=LGALS38P PE=1 SV=1 0 2 0.00
PAP1 Q9HO74IPAIP1_HUMAN Polyadenylate-binding protein-interacting protein 1 0S=Homo sapiens GN=PAIP1 PE=1 SV=1 0 1 0.00
DYNCILIZ 043237IDC1L2_HUMAN Cytoplasmic dynein 1 light intermediate chain 2 0S=Homo sapiens GN=DYNC1LI2 PE=1 SV=1 0 4 0.00
POTEF ASA3EOIPOTEF_HUMAN POTE ankyrin domain family member F OS=Homo sapiens GN=POTEF PE=1 SV=2 0 3 0.00
CFAPS7 QY6MRGICFA57_HUMAN Cilia- and flagella-associated protein 57 0S=Homo sapiens GN=CFAPS7 PE=2 SV=3 0 2 0.00
TXNRD2 QINNW7ITRXR2_HUMAN Thioredoxin reductase 2, mitochondrial OS=Homo sapiens GN=TXNRD2 PE=1 SV=3 0 4 0.00
FMOS 105_HUMAN [N-oxide-forming] 5 0S=Homo sapiens GN=FMOS PE=1 SV=2 0 3 0.00
FLNB 075369FLNB_HUMAN Filamin-B 0S=Homo sapiens GN=FLNB PE=1 SV=2 0 7 0.00
SLC38AZ Q96QD8IS38A2_HUMAN Sodium-coupled neutral amino acid transporter 2 0S=Homo sapiens GN=SLC38A2 PE=1 SV=2 0 3 0.00
FAM179A Q6ZUX3IF179A_HUMAN Protein FAM179A 0S=Homo sapiens GN=FAM179A PE=2 SV=2 0 4 0.00
ARSA P152891ARSA_HUMAN Arylsulfatase A OS=Homo sapiens GN=ARSA PE=1 SV=3 0 1 0.00
ASNS POB243IASNS_HUMAN Asparagine synthetase [glutamine-hydrolyzing] OS=Homo sapiens GN=ASNS PE=1 SV=4 0 6 0.00
PRCP P42785IPCP_HUMAN Lysosomal Pro-X carboxypeptidase 0S=Homo sapiens GN=PRCP PE=1 SV=1 0 3 0.00




RMDN3 Q96TC7IRMD3_HUMAN Regulator of microtubule dynamics protein 3 0S=Homo sapiens GN=RMDN3 PE=1 SV=2 0 10 0.00
HSPAS P11142IHSP7C_HUMAN Heat shock cognate 71 kDa protein 0S=Homo sapiens GN=HSPA8 PE=1 SV=1 0 1 0.00
ALDH9A1 P49189IALIAT_HUMAN 0S=Homo sapiens GN=ALDH9AT PE=1 SV=3 0 4 0.00
CANX P27824ICALX_HUMAN Calnexin 0S=Homo sapiens GN=CANX PE=1 SV=2 0 4 0.00
ENDOD1 094919IENDD1_HUMAN Endonuclease domain-containing 1 protein OS=Homo sapiens GN=ENDOD1 PE=1 SV=2 0 2 0.00
UGT2A3 QBUWMIIUD2A3_HUMAN UDP-glucuronosyltransferase 2A3 0S=Homo sapiens GN=UGT2A3 PE=2 SV=2 0 2 0.00
POLR3C Q9BUI4IRPC3_HUMAN DNA-directed RNA polymerase Ill subunit RPC3 OS=Homo sapiens GN=POLR3C PE=1 SV=1 0 2 0.00
Cl4orf159 Q7Z3D6ICN159_HUMAN UPF0317 protein C14orf159, mitochondrial 0S=Homo sapiens GN=C14orf159 PE=1 SV=2 0 2 0.00
SLC6A8 P48029ISC6A8_HUMAN Sodium- and chloride-dependent creatine transporter 1 0S=Homo sapiens GN=SLC6A8 PE=1 SV=1 0 1 0.00
G38P2 Q9UNB6IG3BP2_HUMAN Ras GTPase-activating protein-binding protein 2 0S=Homo sapiens GN=G3BP2 PE=1 SV=2 0 1 0.00
LSR Q86X29ILSR_HUMAN Lipolysis-stimulated lipoprotein receptor OS=Homo sapiens GN=LSR PE=1 SV=4 0 5 0.00
SOWAHC Q53LP3ISWAHC_HUMAN Ankyrin repeat domain-containing protein SOWAHC OS=Homo sapiens GN=SOWAHC PE=1 SV=1 0 2 0.00
uTP4 Q969X6IUTP4_HUMAN U3 small nucleolar RNA-associated protein 4 homolog 0S=Homo sapiens GN=UTP4 PE=1 SV=1 0 2 0.00
ALDOA P04075IALDOA_HUMAN Fructose-bisphosphate aldolase A 0S=Homo sapiens GN=ALDOA PE=1 SV=2 0 1 0.00
SEPT9 QOUHDBISEPT9_HUMAN Septin-9 0S=Homo sapiens GN=SEPT9 PE=1 SV=2 0 2 0.00
SFPQ P23246ISFPQ_HUMAN Splicing factor, proline- and glutamine-rich 0S=Homo sapiens GN=SFPQ PE=1 SV=2 0 6 0.00
FUS P35637IFUS_HUMAN RNA-binding protein FUS OS=Homo sapiens GN=FUS PE=1 SV=1 0 7 0.00
ANOTO QINW15IANOT0_HUMAN Anoctamin-10 OS=Homo sapiens GN=ANO10 PE=1 SV=2 0 2 0.00
CXADR P78310ICXAR_HUMAN Coxsackievirus and adenovirus receptor OS=Homo sapiens GN=CXADR PE=1 SV=1 0 5 0.00
MDH2 P40926IMDHM_HUMAN Malate dehydrogenase, mitochondrial 0S=Homo sapiens GN=MDH2 PE=1 SV=3 0 1 0.00
PSMCS P62195IPRS8_HUMAN 268 protease regulatory subunit 8 0S=Homo sapiens GN=PSMC5 PE=1 SV=1 0 2 0.00
FAMIBA Q8NCASIFAIBA_HUMAN Protein FAMIBA 0S=Homo sapiens GN=FAMIBA PE=1 SV=1 0 2 0.00
RLIM Q¢ 12_HUMAN E3 ubiquitin-p ligase RLIM 0S=Homo sapiens GN=RLIM PE=1 SV=3 0 1 0.00
NECTINZ Q92692INECT2_HUMAN Nectin-2 0S=Homo sapiens GN=NECTIN2 PE=1 SV=1 0 1 0.00
LMNB2 Q03252ILMNB2_HUMAN Lamin-B2 0S=Homo sapiens GN=LMNB2 PE=1 SV=4 0 2 0.00
AAAS QINRGIIAAAS_HUMAN Aladin OS=Homo sapiens GN=AAAS PE=1 SV=1 0 4 0.00
ZDHHC8 Q9ULCBIZDHCB_HUMAN Probable palmitoyltransferase ZDHHC8 OS=Homo sapiens GN=ZDHHC8 PE=1 SV=3 0 2 0.00
GHDC )C_HUMAN GH3 d g protein 0S=Homo sapiens GN=GHDC PE=1 SV=2 0 2 0.00
DFNAS 060443IDFNAS_HUMAN Non-syndromic hearing impairment protein 5 0S=Homo sapiens GN=DFNAS PE=1 SV=2 0 2 0.00
EML4 Q9HC3SIEMAL4_HUMAN Echinoderm microtubule-associated protein-like 4 0S=Homo sapiens GN=EML4 PE=1 SV=3 0 6 0.00
NELL1 Q92832INELL1_HUMAN Protein kinase C-binding protein NELL1 OS=Homo sapiens GN=NELL1 PE=1 SV=4 4 3 0.00
RRP1 P56182IRRP1_HUMAN Ribosomal RNA processing protein 1 homolog A OS=Homo sapiens GN=RRP1 PE=1 SV=1 0 3 0.00
PPM1F P49593IPPM1F_HUMAN Protein phosphatase 1F 0S=Homo sapiens GN=PPM1F PE=1 SV=3 0 2 0.00
CPSF3L QSTA45IINT11_HUMAN Integrator complex subunit 11 0S=Homo sapiens GN=CPSF3L PE=1 SV=2 0 2 0.00
NUP54 Q7Z3B4INUP54_HUMAN Nucleoporin p54 0S=Homo sapiens GN=NUP54 PE=1 SV=2 0 6 0.00
ELP3 Q9HIT3IELP3_HUMAN Elongator complex protein 3 0S=Homo sapiens GN=ELP3 PE=1 SV=2 0 3 0.00
APMAP Q9HDCIIAPMAP_HUMAN Adipocyte plasma membrane-associated protein 0S=Homo sapiens GN=APMAP PE=1 SV=2 0 1 0.00
IMMT Q16891IMIC60_HUMAN MICOS complex subunit MIC60 0S=Homo sapiens GN=IMMT PE=1 SV=1 0 1 0.00
scD 000767IACOD_HUMAN Acyl-CoA desaturase OS=Homo sapiens GN=SCD PE=1 SV=2 0 1 0.00
MAP4 P27816IMAP4_HUMAN Microtubule-associated protein 4 0S=Homo sapiens GN=MAP4 PE=1 SV=3 0 3 0.00
oXCT1 P55809ISCOT1_HUMAN Succinyl-CoA:3-ketoacid coenzyme A transferase 1, mitochondrial 0S=Homo sapiens GN=OXCT1 PE=1 SV=1 0 1 0.00
XYLB 075191IXYLB_HUMAN Xylulose kinase OS=Homo sapiens GN=XYLB PE=1 SV=3 0 6 0.00
TBLIXR1 Q9BZK7ITBL1R_HUMAN F-box-like/WD repeat-containing protein TBL1XR1 0S=Homo sapiens GN=TBL1XR1 PE=1 SV=1 0 3 0.00
EIFS P55010IIF5_HUMAN Eukaryotic translation initiation factor 5 0S=Homo sapiens GN=EIFS PE=1 SV=2 0 6 0.00
DMAP1 Q 1_HUMAN DNA 1 d protein 1 0S=Homo sapiens GN=DMAP1 PE=1 SV=1 0 5 0.00
CsTF2 P33240ICSTF2_HUMAN Cleavage stimulation factor subunit 2 0S=Homo sapiens GN=CSTF2 PE=1 SV=1 0 4 0.00
ALDOC P09972IALDOC_HUMAN Fructose-bisphosphate aldolase C 0S=Homo sapiens GN=ALDOC PE=1 SV=2 0 1 0.00
KIAA2013 Q8IYS2IK2013_HUMAN Uncharacterized protein KIAA2013 0S=Homo sapiens GN=KIAA2013 PE=1 SV=1 0 2 0.00
RARS P54136ISYRC_HUMAN Arginine-—-tRNA ligase, cytoplasmic OS=Homo sapiens GN=RARS PE=1 SV=2 0 1 0.00
LRPPRC P42704ILPPRC_HUMAN Leucine-rich PPR motif-containing protein, mitochondrial 0S=Homo sapiens GN=LRPPRC PE=1 SV=3 0 4 0.00
SERBP1 QBNCS51IPAIRB_HUMAN Plasminogen activator inhibitor 1 RNA-binding protein OS=Homo sapiens GN=SERBP1 PE=1 SV=2 0 6 0.00
TOMM70 094826ITOM70_HUMAN Mitochondrial import receptor subunit TOM70 OS=Homo sapiens GN=TOMM70 PE=1 SV=1 0 1 0.00
RNF149 QBNC42IRN149_HUMAN E3 ubiquitin-protein ligase RNF149 0S=Homo sapiens GN=RNF149 PE=2 SV=2 0 2 0.00
DNAJC11 QINVH1IDJCT1_HUMAN DnaJ homolog subfamily C member 11 0S=Homo sapiens GN=DNAJC11 PE=1 SV=2 0 4 0.00
CBSL PODN79ICBSL_HUMAN Cystathionine beta-synthase-like protein 0S=Homo sapiens GN=CBSL PE=1 SV=1 0 5 0.00
FOXRED1 Q96CUIIFXRD1 _HUMAN FAD-dependent oxidoreductase domain-containing protein 1 0S=Homo sapiens GN=FOXRED1 PE=1 SV=2 0 1 0.00
NF1 P21359INF1_HUMAN Neurofibromin 0S=Homo sapiens GN=NF1 PE=1 SV=2 0 4 0.00
cLeer Q96S66ICLCCT_HUMAN Chloride channel CLIC-like protein 1 0S=Homo sapiens GN=CLCC1 PE=1 SV=1 0 2 0.00
NUP62 P37198INUP62_HUMAN Nuclear pore glycoprotein p62 OS=Homo sapiens GN=NUP62 PE=1 SV=3 0 3 0.00
GGT3P A6NGUSIGGT3_HUMAN Putative gamma-glutamyltranspeptidase 3 0S=Homo sapiens GN=GGT3P PE=5 SV=2 0 2 0.00
FXR1 P51114IFXR1_HUMAN Fragile X mental retardation syndrome-related protein 1 0S=Homo sapiens GN=FXR1 PE=1 SV=3 0 2 0.00
EEF1G P26641IEF1G_HUMAN Elongation factor 1-gamma 0S=Homo sapiens GN=EEF1G PE=1 SV=3 0 2 0.00
TRPCS Q9UL62ITRPCS_HUMAN Short transient receptor potential channel 5 0S=Homo sapiens GN=TRPCS PE=1 SV=1 0 3 0.00
SLC25A3 Q00325IMPCP_HUMAN Phosphate carrier protein, mitochondrial 0S=Homo sapiens GN=SLC25A3 PE=1 SV=2 0 1 0.00
CTTN Q14247ISRC8_HUMAN Src substrate cortactin 0S=Homo sapiens GN=CTTN PE=1 SV=2 0 4 0.00
WARS P23381ISYWC_HUMAN Tryptophan--tRNA ligase, cytoplasmic OS=Homo sapiens GN=WARS PE=1 SV=2 0 10 0.00
IGSF1 Q8NGCSIIGSF1_HUMAN Immunoglobulin superfamily member 1 0S=Homo sapiens GN=IGSF1 PE=1 SV=3 0 2 0.00
RCOR1 QOUKLOIRCORT_HUMAN REST corepressor 1 0S=Homo sapiens GN=RCOR1 PE=1 SV=1 0 3 0.00
CARS2 Q9HA77ISYCM_HUMAN Probable cysteine--tRNA ligase, mitochondrial 0S=Homo sapiens GN=CARS2 PE=1 SV=1 0 3 0.00
ACAD10 Q6JQNTIACD10_HUMAN Acyl-CoA dehydrogenase family member 10 0S=Homo sapiens GN=ACAD10 PE=1 SV=1 0 3 0.00
AHNAK Q09666IAHNK_HUMAN Neuroblast differentiation-associated protein AHNAK 0S=Homo sapiens GN=AHNAK PE=1 SV=2 0 8 0.00
SRSF5 Q13243ISRSF5_HUMAN Serine/arginine-rich splicing factor 5 0S=Homo sapiens GN=SRSF5 PE=1 SV=1 0 3 0.00
ATL2 QBNHHIIATLA2_HUMAN Atlastin-2 0S=Homo sapiens GN=ATL2 PE=1 SV=2 0 3 0.00
ZNF815P ABK554ZN815_HUMAN Putative protein ZNF815 0S=Homo sapiens GN=ZNF815P PE=5 SV=1 0 1 0.00
MGAT2 Q10469IMGAT2_HUMAN Alpha-1, yl beta-N- 0S=Homo sapiens GN=MGAT2 PE=1 SV=1 0 2 0.00




