Gene Name Name of Protein (UniProtID_SPECIES, protein name, origin species, gene name) Peptide Count in IP Peptide Count in IgG Fold
PKP2 Q99959IPKP2_HUMAN Plakophilin-2 0S=Homo sapiens GN=PKP2 PE=1 SV=2 10 0 Not in IgG control
ZC3H11A 0751521ZC11A_HUMAN Zinc finger CCCH domain-containing protein 11A OS=Homo sapiens GN=Z2C3H11A PE=1 SV=3 10 0 Not in IgG control
ALDH16A1 Q8IZ83IA16A1_HUMAN Aldehyde dehydrogenase family 16 member A1 OS=Homo sapiens GN=ALDH16A1 PE=1 SV=2 6 0 Not in IgG control
EFTUD2 Q15029IU5ST_HUMAN 116 kDa U5 small nuclear ribonucleoprotein component OS=Homo sapiens GN=EFTUD2 PE=1 SV=1 3 0 Not in IgG control
MXRAS QINRIIIMXRAS5_HUMAN Matrix-remodeling-associated protein 5 0S=Homo sapiens GN=MXRAS5 PE=2 SV=3 3 0 Not in IgG control
HMGCS2 P54868IHMCS2_HUMAN Hydroxymethylglutaryl-CoA synthase, mitochondrial 0S=Homo sapiens GN=HMGCS2 PE=1 SV=1 3 0 Not in IgG control
MAST4 015021IMAST4_HUMAN Microtubule-associated serine/threonine-protein kinase 4 OS=Homo sapiens GN=MAST4 PE=1 SV=3 3 0 Not in IgG control
KIFSC 060282IKIFSC_HUMAN Kinesin heavy chain isoform 5C 0S=Homo sapiens GN=KIF5C PE=1 SV=1 3 0 Not in IgG control
FLG P20930IFILA_HUMAN Filaggrin OS=Homo sapiens GN=FLG PE=1 SV=3 3 0 Not in IgG control
GLUD1 PO0367IDHE3_HUMAN Glutamate dehydrogenase 1, mitochondrial OS=Homo sapiens GN=GLUD1 PE=1 SV=2 2 0 Not in IgG control
MYH10 P35580IMYH10_HUMAN Myosin-10 OS=Homo sapiens GN=MYH10 PE=1 SV=3 2 0 Not in IgG control
HSPAS P11021IGRP78_HUMAN 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPAS PE=1 SV=2 2 0 Not in IgG control
CPS1 P31327ICPSM_HUMAN Carbamoyl-phosphate synthase [ammonia], mitochondrial 0S=Homo sapiens GN=CPS1 PE=1 SV=2 2 0 Not in IgG control
GCN1 Q92616IGCNT_HUMAN elF-2-alpha kinase activator GCNT OS=Homo sapiens GN=GCN1 PE=1 SV=6 2 0 Not in IgG control
ARG1 POS089IARGIT _HUMAN Arginase-1 OS=Homo sapiens GN=ARG1 PE=1 SV=2 2 0 Not in IgG control
PRDX1 Q06830IPRDX1_HUMAN Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=1 SV=1 2 0 Not in IgG control
TCF3 P15923|TFE2_HUMAN Transcription factor E2-alpha 0S=Homo sapiens GN=TCF3 Pl Sv=1 2 0 Not in IgG control
HBA1 P69905IHBA_HUMAN Hemoglobin subunit alpha OS=Homo sapiens GN=HBA1 PE=1 SV=2 2 0 Not in IgG control
HSPAG6 P17066/HSP76_HUMAN Heat shock 70 kDa protein 6 OS=Homo sapiens GN=HSPA6 PE=1 SV=2 2 0 Not in IgG control
SPECC1L-ADORA2A F8WANTIFBWAN1_HUMAN Protein SPECC1L-ADORA2A OS=Homo sapiens GN=SPECC1L-ADORA2A PE=4 SV=2 2 0 Not in IgG control
HISTTH1D P16402|H13_HUMAN Histone H1.3 OS=Homo sapiens GN=HIST1H1D PE=1 SV=2 2 0 Not in IgG control
CNOT4 095628ICNOT4_HUMAN CCR4-NOT transcription complex subunit 4 0S=Homo sapiens GN=CNOT4 PE=1 SV=3 2 0 Not in IgG control
POLE Q07864IDPOE1_HUMAN DNA polymerase epsilon catalytic subunit A 0S=Homo sapiens GN=POLE PE=1 SV=5 2 0 Not in IgG control
WDR81 Q562E7IWDR81_HUMAN WD repeat-containing protein 81 OS=Homo sapiens GN=WDR81 PE=1 SV=2 2 0 Not in IgG control
ATAD3B Q5T9A4IATD3B_HUMAN ATPase family AAA domain-containing protein 3B 0S=Homo sapiens GN=ATAD3B PE=1 SV=1 1 0 Not in IgG control
NUCKS1 Q9H1E3INUCKS_HUMAN Nuclear ubiquitous casein and cyclin-dependent kinase substrate 1 OS=Homo sapiens GN=NUCKS1 PE=1 SV=1 1 0 Not in IgG control
No_GenelD AOAOB4J2A0IAOAOB4J2A0_HUMAN Uncharacterized protein 0S=Homo sapiens PE=1 SV=1 1 0 Not in IgG control
ATP6VOA1 Q930501VPP1_HUMAN V-type proton ATPase 116 kDa subunit a isoform 1 OS=Homo sapiens GN=ATP6VOA1 PE=1 SV=3 1 0 Not in IgG control
ADRA1B P35368|ADA1B_HUMAN Alpha-1B adrenergic receptor 0S=Homo sapiens GN=ADRA1B PE=1 SV=3 1 0 Not in IgG control
AHCY P23526ISAHH_HUMAN Adenosylhomocysteinase 0S=Homo sapiens GN=AHCY PE=1 SV=4 1 0 Not in IgG control
IREB2 P48200IIREB2_HUMAN Iron-responsive element-binding protein 2 0S=Homo sapiens GN=IREB2 PE=1 SV=3 1 0 Not in IgG control
MAD1L1 Q9Y6DIIMD1L1_HUMAN Mitotic spindle assembly checkpoint protein MAD1 OS=Homo sapiens GN=MAD1L1 PE=1 SV=2 1 0 Not in IgG control
LRRC28 Q86X40ILRC28_HUMAN Leucine-rich repeat-containing protein 28 0S=Homo sapiens GN=LRRC28 PE=2 SV=1 1 0 Not in IgG control
AZGP1 P253111ZA2G_HUMAN Zinc-alpha-2-glycoprotein 0S=Homo sapiens GN=AZGP1 PE=1 SV=2 1 0 Not in IgG control
GRN P28799IGRN_HUMAN Granulins 0S=Homo sapiens GN=GRN PE=1 SV=2 1 0 Not in IgG control
MOV10 Q9HCE1IMOV10_HUMAN Putative helicase MOV-10 OS=Homo sapiens GN=MOV10 PE=1 SV=2 1 0 Not in IgG control
TULP1 000294ITULP1_HUMAN Tubby-related protein 1 OS=Homo sapiens GN=TULP1 PE=1 SV=3 1 0 Not in IgG control
RPLPO PO5388IRLAO_HUMAN 60S acidic ribosomal protein PO OS=Homo sapiens GN=RPLPO PE=1 SV=1 1 0 Not in IgG control
RAPGEFL1 QYUHVSIRPGFL_HUMAN Rap guanine nucleotide exchange factor-like 1 0S=Homo sapiens GN=RAPGEFL1 PE=1 SV=2 1 0 Not in IgG control
SERPINB12 Q96P63ISPB12_HUMAN Serpin B12 0S=Homo sapiens GN=SERPINB12 PE=1 SV=1 1 0 Not in IgG control
RPL8 P62917IRL8_HUMAN 60S ribosomal protein L8 OS=Homo sapiens GN=RPL8 PE=1 SV=2 1 0 Not in IgG control
PCDH12 QINPG4IPCD12_HUMAN Protocadherin-12 0S=Homo sapiens GN=PCDH12 PE=1 SV=1 1 0 Not in IgG control
CGN Q9P2M7ICING_HUMAN Cingulin OS=Homo sapiens GN=CGN PE=1 SV=2 1 0 Not in IgG control
LYZ P61626ILYSC_HUMAN Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 1 0 Not in IgG control
MPP4 Q96JB8IMPP4_HUMAN MAGUK p55 subfamily member 4 OS=Homo sapiens GN=MPP4 PE=1 SV=2 1 0 Not in IgG control
HHLA3 QIXRXSIHHLA3_HUMAN HERV-H LTR-associating protein 3 0S=Homo sapiens GN=HHLA3 PE=1 SV=3 1 0 Not in IgG control
CAP2 P40123ICAP2_HUMAN Adenylyl cyclase-associated protein 2 0S=Homo sapiens GN=CAP2 PE=1 SV=1 1 0 Not in IgG control
LPIN3 Q9BQKBILPIN3_HUMAN Phosphatidate phosphatase LPIN3 OS=Homo sapiens GN=LPIN3 PE=1 SV=3 1 0 Not in IgG control
S100A7 P31151IS10A7_HUMAN Protein S100-A7 OS=Homo sapiens GN=S100A7 PE=1 SV=4 1 0 Not in IgG control
FLG2 Q5D862IFILA2_HUMAN Filaggrin-2 0S=Homo sapiens GN=FLG2 PE=1 SV=1 4 1 4.00
TNC P24821ITENA_HUMAN Tenascin OS=Homo sapiens GN=TNC PE=1 SV=3 3 1 3.00
CDSN Q15517ICDSN_HUMAN Corneodesmosin OS=Homo sapiens GN=CDSN PE=1 SV=3 3 1 3.00
DSP P15924IDESP_HUMAN Desmoplakin 0S=Homo sapiens GN=DSP PE=1 SV=3 14 7 2.00
VIL1 P09327IVILI_HUMAN Villin-1 0S=Homo sapiens GN=VIL1 PE=1 SV=4 4 2 2.00
FHAD1 B1AJZ9IFHAD1_HUMAN Forkhead-associated domain-containing protein 1 0S=Homo sapiens GN=FHAD1 PE=2 SV=2 4 2 2.00
ACTN2 P35609IACTN2_HUMAN Alpha-actinin-2 0S=Homo sapiens GN=ACTN2 PE=1 SV=1 4 2 2.00
UBB POCG47IUBB_HUMAN Polyubiquitin-B OS=Homo sapiens GN=UBB PE=1 SV=1 2 1 2.00
S100A9 P06702IS10A9_HUMAN Protein S100-A9 0S=Homo sapiens GN=S100A9 PE=1 SV=1 2 1 2.00
CHD3 Q12873ICHD3_HUMAN Chromodomain-helicase-DNA-binding protein 3 0S=Homo sapiens GN=CHD3 PE=1 SV=3 2 1 2.00
CALMLS QINZT1TICALL5_HUMAN Calmodulin-like protein 5 0S=Homo sapiens GN=CALML5 PE=1 SV=2 2 1 2.00
ZFHX3 Q1591 11ZFHX3_HUMAN Zinc finger homeobox protein 3 OS=Homo sapiens GN=ZFHX3 PE=1 SV=2 2 1 2.00
JUP P14923IPLAK_HUMAN Junction plakoglobin 0S=Homo sapiens GN=JUP PE=1 SV=3 7 4 1.75
DCD P81605IDCD_HUMAN Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 4 3 1.33
DSG1 Q02413IDSG1_HUMAN Desmoglein-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2 6 6 1.00
PIP P12273|PIP_HUMAN Prolactin-inducible protein OS=Homo sapiens GN=PIP PE=1 SV=1 3 3 1.00
IGSF21 Q96ID5IIGS21_HUMAN Immunoglobulin superfamily member 21 0S=Homo sapiens GN=IGSF21 PE=2 SV=1 1 1 1.00
SERPINA12 Q8IW75ISPAT2_HUMAN Serpin A12 OS=Homo sapiens GN=SERPINA12 PE=1 SV=1 1 1 1.00
TRIM56 Q9BRZ2ITRI5S6_HUMAN E3 ubiquitin-protein ligase TRIM56 OS=Homo sapiens GN=TRIM56 PE=1 SV=3 1 1 1.00
PAH P00439IPH4H_HUMAN Phenylalanine-4-hydroxylase OS=Homo sapiens GN=PAH PE=1 SV=1 1 1 1.00
CDK16 Q00536ICDK16_HUMAN Cyclin-dependent kinase 16 OS=Homo sapiens GN=CDK16 PE=1 SV=1 1 1 1.00
TRAP1 Q12931ITRAPT_HUMAN Heat shock protein 75 kDa, mitochondrial 0S=Homo sapiens GN=TRAP1 PE=1 SV=3 1 1 1.00
GLS 094925IGLSK_HUMAN Glt i kidney isoform, mito ial 0S=Homo sapiens GN=GLS PE=1 SV=1 1 1 1.00
NFIB 00071 2INFIB_HUMAN Nuclear factor 1 B-type OS=Homo sapiens GN=NFIB PE=1 SV=2 1 1 1.00
SHC1 P29353ISHC1_HUMAN SHC-transforming protein 1 0S=Homo sapiens GN=SHC1 PE=1 SV=4 1 1 1.00
GSG2 Q8TF76IHASP_HUMAN Serine/threonine-protein kinase haspin 0S=Homo sapiens GN=GSG2 PE=1 SV=3 1 1 1.00
PRLH P81277IPRRP_HUMAN Prolactin-releasing peptide 0S=Homo sapiens GN=PRLH PE=2 SV=1 1 1 1.00
RASSF10 AGBNKBIIRASFA_HUMAN Ras association domain-containing protein 10 0S=Homo sapiens GN=RASSF10 PE=2 SV=3 1 1 1.00
SH3RF3 Q8TEJ3ISH3R3_HUMAN SH3 domain-containing RING finger protein 3 0S=Homo sapiens GN=SH3RF3 PE=1 SV=2 1 1 1.00
NUGGC Q68CJ6ISLIP_HUMAN Nuclear GTPase SLIP-GC OS=Homo sapiens GN=NUGGC PE=2 SV=3 1 1 1.00
ACTB P60709IACTB_HUMAN Actin, cytoplasmic 1 OS=Homo sapiens GN=ACTB PE=1 SV=1 2 3 0.67
GAPDH P04406IG3P_HUMAN Gl d deh: g 0S=Homo sapiens GN=GAPDH PE=1 SV=3 1 2 0.50
C2CD2L 014523IC2C2L_HUMAN C2 domain-containing protein 2-like 0S=Homo sapiens GN=C2CD2L PE=1 SV=: 1 2 0.50
S100A8 P05109IS10A8_HUMAN Protein S100-A8 0S=Homo sapiens GN=S100A8 PE=1 SV=1 1 2 0.50
EEFTA1 P68104IEF1A1_HUMAN Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 1 2 0.50
HSP90AB1 P08238IHS90B_HUMAN Heat shock protein HSP 90-beta 0S=Homo sapiens GN=HSP9OAB1 PE=1 SV: 4 22 0.18
HNRNPU Q00839IHNRPU_HUMAN Heterogeneous nuclear ribonucleoprotein U 0S=Homo sapiens GN=HNRNPU PE=1 SV=6 1 6 0.17
ALB P02768|ALBU_HUMAN Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 3 22 0.14
PSD AS5PKW4IPSD1_HUMAN PH and SEC7 domain-containing protein 1 OS=Homo sapiens GN=PSD PE=1 SV=2 0 1 0.00
ABCA12 Q86UKOIABCAC_HUMAN ATP-binding cassette sub-family A member 12 0S=Homo sapiens GN=ABCA12 PE=1 SV=3 0 1 0.00
KPNB1 Q14974IIMB1_HUMAN Importin subunit beta-1 0S=Homo sapiens GN=KPNB1 PE=1 SV=2 0 1 0.00




MTTP P55157IMTP_HUMAN Microsomal triglyceride transfer protein large subunit 0S=Homo sapiens GN=MTTP PE=1 SV=1 0 3 0.00
HBD P02042IHBD_HUMAN Hemoglobin subunit delta OS=Homo sapiens GN=HBD PE=1 SV=2 0 2 0.00
HRNR Q86YZ3IHORN_HUMAN Hornerin 0S=Homo sapiens GN=HRNR PE=1 SV=2 0 6 0.00
IGHG1 P01857IIGHG1_HUMAN Ig gamma-1 chain C region OS=Homo sapiens GN=IGHG1 PE=1 SV=1 0 4 0.00
ZCCHC16 Q6ZR62IZCH16_HUMAN Zinc finger CCHC domain-containing protein 16 OS=Homo sapiens GN=ZCCHC16 PE=2 SV=2 0 1 0.00
TFRC P02786ITFR1_HUMAN Transferrin receptor protein 1 OS=Homo sapiens GN=TFRC PE=1 SV=2 0 2 0.00
TGFBI Q15582IBGH3_HUMAN Transforming growth factor-beta-induced protein ig-h3 0S=Homo sapiens GN=TGFBI PE=1 SV=1 0 1 0.00
ADGRL1 094910IAGRL1_HUMAN Adhesion G protein-coupled receptor L1 OS=Homo sapiens GN=ADGRL1 PE=1 SV=1 0 2 0.00
DST Q03001IDYST_HUMAN Dystonin OS=Homo sapiens GN=DST PE=1 SV=4 0 3 0.00
DYNC2H1 Q8NCMB8IDYHC2_HUMAN Cytoplasmic dynein 2 heavy chain 1 0S=Homo sapiens GN=DYNC2H1 PE=1 SV=4 0 2 0.00
NR4A2 P43354INR4A2_HUMAN Nuclear receptor subfamily 4 group A member 2 0S=Homo sapiens GN=NR4A2 PE=1 SV=1 0 1 0.00
No_GenelD F8WO031IFBWO031_HUMAN Uncharacterized protein (Fragment) OS=Homo sapiens PE=1 SV=1 0 2 0.00
TGM3 Q08188ITGM3_HUMAN Protein-glutamine g: glutamylt E 0S=Homo sapiens GN=TGM3 PE=1 SV=4 0 1 0.00
MUCSAC P98088IMUCSA_HUMAN Mucin-5AC 0OS=Homo sapiens GN=MUCS5AC PE=1 SV=4 0 1 0.00
PRF1 P14222IPERF_HUMAN Perforin-1 OS=Homo sapiens GN=PRF1 PE=1 SV=1 0 1 0.00
PCLO Q9Y6VOIPCLO_HUMAN Protein piccolo 0S=Homo sapiens GN=PCLO PE=1 SV=4 0 3 0.00
MDGA1 Q8NFP4IMDGAT_HUMAN MAM domain-containing glycosylphosphatidylinositol anchor protein 1 0S=Homo sapiens GN=MDGA1 PE=1 SV=1 0 2 0.00
CCDC158 Q5MINOICD158_HUMAN Coiled-coil domain-containing protein 158 OS=Homo sapiens GN=CCDC158 PE=2 SV=2 0 1 0.00
ALDH18A1 P54886IPSCS_HUMAN Delta-1-pyrroline-5-carboxylate synthase OS=Homo sapiens GN=ALDH18A1 PE=1 SV=2 0 4 0.00
PSMD2 Q13200IPSMD2_HUMAN 26S proteasome non-ATPase regulatory subunit 2 0S=Homo sapiens GN=PSMD2 PE=1 SV=3 0 1 0.00
MTMR11 A4FUO1IMTMRB_HUMAN Myotubularin-related protein 11 OS=Homo sapiens GN=MTMR11 PE=2 SV=2 0 1 0.00
MARS P56192ISYMC_HUMAN Methionine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=MARS PE=1 SV=2 0 3 0.00
EEF2 P13639IEF2_HUMAN Elongation factor 2 0S=Homo sapiens GN=EEF2 PE=1 SV=4 0 9 0.00
SLC3A2 P08195|4F2_HUMAN 4F2 cell-surface antigen heavy chain 0S=Homo sapiens GN=SLC3A2 PE=1 SV=3 0 2 0.00
COPG1 QIY678ICOPG1_HUMAN Coatomer subunit gamma-1 0S=Homo sapiens GN=COPG1 PE=1 SV=1 0 1 0.00
POTED Q86YR6IPOTED_HUMAN POTE ankyrin domain family member D OS=Homo sapiens GN=POTED PE=2 SV=2 0 1 0.00
CASP14 P31944|CASPE_HUMAN Caspase-14 0S=Homo sapiens GN=CASP14 PE=1 SV=2 0 1 0.00
FAM186A ABNEO1IF186A_HUMAN Protein FAM186A OS=Homo sapiens GN=FAM186A PE=2 SV=3 0 2 0.00
ACTN4 043707IACTN4_HUMAN Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2 0 3 0.00
MTHFD1 P11586IC1TC_HUMAN C-1-tetrahydrofolate synthase, cytoplasmic OS=Homo sapiens GN=MTHFD1 PE=1 SV=3 0 3 0.00
ARID3B Q8IVWGIARI3B_HUMAN AT-rich interactive domain-containing protein 3B OS=Homo sapiens GN=ARID3B PE=1 SV=2 0 1 0.00
FOXL2 P58012IFOXL2_HUMAN Forkhead box protein L2 OS=Homo sapiens GN=FOXL2 PE=1 SV=1 0 1 0.00
GANAB Q14697IGANAB_HUMAN Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB PE=1 SV=3 0 3 0.00
UBTF P17480IUBF1_HUMAN Nucleolar transcription factor 1 0S=Homo sapiens GN=UBTF PE=1 SV=1 0 2 0.00
CSTA P01040ICYTA_HUMAN Cystatin-A OS=Homo sapiens GN=CSTA PE=1 SV=1 0 1 0.00
ATPT1A1 P05023|AT1A1_HUMAN Sodium/potassium-transporting ATPase subunit alpha-1 OS=Homo sapiens GN=ATP1A1 PE=1 SV=1 0 8 0.00
NCL P19338INUCL_HUMAN Nucleolin 0S=Homo sapiens GN=NCL PE=1 SV=3 0 8 0.00
UBA3 Q8TBC4IUBA3_HUMAN NEDD8-activating enzyme E1 catalytic subunit 0S=Homo sapiens GN=UBA3 PE=1 SV=2 0 1 0.00
LAMB1 P07942ILAMB1_HUMAN Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=2 0 2 0.00
DECR2 QI9NUITIDECR2_HUMAN Peroxisomal 2,4-dienoyl-CoA reductase OS=Homo sapiens GN=DECR2 PE=1 SV=1 0 1 0.00
IARS2 QINSE4ISYIM_HUMAN Isoleucil RNA ligase, ial 0S=Homo sapiens GN=IARS2 PE=1 SV=2 0 1 0.00
LILRB4 Q8NHJ6ILIRB4_HUMAN Leukocyte it in-like receptor subfamily B member 4 OS=Homo sapiens GN=LILRB4 PE=1 SV=3 0 2 0.00
HSP90AA1 PO7900IHS90A_HUMAN Heat shock protein HSP 90-alpha OS=Homo sapiens GN=HSP90AA1 PE=1 SV=5 0 3 0.00
SoD2 P04179ISODM_HUMAN Superoxide dismutase [Mn], mitochondrial 0S=Homo sapiens GN=SOD2 PE=1 SV=2 0 1 0.00
SHROOM3 Q8TF72ISHRM3_HUMAN Protein Shroom3 OS=Homo sapiens GN=SHROOM3 PE=1 SV=2 0 1 0.00
VCP P55072ITERA_HUMAN Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP PE=1 SV=4 0 3 0.00
GINS3 QIBRXSIPSF3_HUMAN DNA replication complex GINS protein PSF3 0S=Homo sapiens GN=GINS3 PE=1 SV=1 0 1 0.00
PSMG3-AS1 Q96PYOIK1908_HUMAN Putative uncharacterized protein PSMG3-AS1 OS=Homo sapiens GN=PSMG3-AS1 PE=5 SV=2 0 1 0.00
TMEM266 Q2M3C6ITM266_HUMAN Transmembrane protein 266 OS=Homo sapiens GN=TMEM266 PE=2 SV=. 0 1 0.00
ZFYVE28 Q9HCCIILST2_HUMAN Lateral signaling target protein 2 homolog OS=Homo sapiens GN=ZFYVE28 PE=1 SV=3 0 1 0.00
HSP90B1 P14625|ENPL_HUMAN Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 0 13 0.00
ZC3H12C Q9COD7IZC12C_HUMAN Probable ribonuclease ZC3H12C OS=Homo sapiens GN=ZC3H12C PE=1 SV=2 0 2 0.00
TUBA1B P68363ITBATB_HUMAN Tubulin alpha-1B chain 0S=Homo sapiens GN=TUBA1B PE=1 SV=1 0 1 0.00
SECISBP2 Q96T21ISEBP2_HUMAN Sel eine insertion binding protein 2 0S=Homo sapiens GN=SECISBP2 PE=1 SV=2 0 1 0.00
MALRD1 Q5VYJSIMALRT_HUMAN MAM and LDL-receptor class A domain-containing protein 1 OS=Homo sapiens GN=MALRD1 PE=1 SV=4 0 2 0.00




