Gene Name Name of Protein (UniProtID_SPECIES, protein name, origin species, gene name) Peptide Count in IP Peptide Count in IgG Fold
ZC3H11A 0751521ZC11A_HUMAN Zinc finger CCCH domain-containing protein 11A OS=Homo sapiens GN=ZC3H11A PE=1 SV=3 60 0 Not in IgG control
UBA1 P22314IUBA1_HUMAN Ubiquitin-like modifier-activating enzyme 1 0S=Homo sapiens GN=UBA1 PE=1 SV=3 12 0 Not in IgG control
EFTUD2 Q15029IUSS1_HUMAN 116 kDa U5 small nuclear ribonucleoprotein component OS=Homo sapiens GN=EFTUD2 PE=1 SV=1 11 0 Not in IgG control
EIF3B PS55884IEIF3B_HUMAN Eukaryotic translation initiation factor 3 subunit B 0S=Homo sapiens GN=EIF3B PE=1 SV=3 11 0 Not in IgG control
MTHFD1 P11586IC1TC_HUMAN C-1-tetrahydrofolate synthase, cytoplasmic 0S=Homo sapiens GN=MTHFD1 PE=1 SV=3 1 0 Not in IgG control
DNM2 P50570IDYN2_HUMAN Dynamin-2 OS=Homo sapiens GN=DNM2 PE=1 SV=2 9 0 Not in IgG control
MCM6 Q14566IMCM6_HUMAN DNA replication licensing factor MCM6 OS=Homo sapiens GN=MCM6 PE=1 SV=1 9 0 Not in IgG control
GART P22102IPUR2_HUMAN Trifunctional purine biosynthetic protein adenosine-3 OS=Homo sapiens GN=GART PE=1 SV=1 9 0 Not in IgG control
MCM2 P49736IMCM2_HUMAN DNA replication licensing factor MCM2 OS=Homo sapiens GN=MCM2 PE=1 SV=4 9 0 Not in IgG control
MOV10 Q9HCE1IMOV10_HUMAN Putative helicase MOV-10 OS=Homo sapiens GN=MOV10 PE=1 SV=2 8 0 Not in IgG control
HNRNPUL2-BSCL2 H3BQZ7IH3BQZ7 _HUMAN HCG2044799 0S=Homo sapiens GN=HNRNPUL2-BSCL2 PE=4 SV= 8 0 Not in IgG control
ACLY P53396|ACLY_HUMAN ATP-citrate synthase OS=Homo sapiens GN=ACLY PE=1 SV=3 8 0 Not in IgG control
EHBP1L1 Q8N3D4IEHTL1_HUMAN EH domain-binding protein 1-like protein 1 0S=Homo sapiens GN=EHBP1L1 PE=1 SV=2 7 0 Not in IgG control
MCM3 P25205IMCM3_HUMAN DNA replication licensing factor MCM3 OS=Homo sapiens GN=MCM3 PE=1 SV=3 7 0 Not in IgG control
SFPQ P23246ISFPQ_HUMAN Splicing factor, proline- and glutamine-rich 0S=Homo sapiens GN=SFPQ PE=1 SV=2 7 0 Not in IgG control
HNRNPUL1 Q9BUJ2IHNRLT_HUMAN Heterc nuclear ri in U-like protein 1 0S=Homo sapiens GN=HNRNPUL1 PE=1 SV=2 6 0 Not in IgG control
MCM4 P33991IMCM4_HUMAN DNA replication licensing factor MCM4 OS=Homo sapiens GN=MCM4 PE=1 SV=5 6 0 Not in IgG control
STRADA Q7RTN6ISTRAA_HUMAN STE20-related kinase adapter protein alpha OS=Homo sapiens GN=STRADA PE=1 SV=1 5 0 Not in IgG control
CoPB2 P35606ICOPB2_HUMAN Coatomer subunit beta' 0S=Homo sapiens GN=COPB2 PE=1 SV=2 5 0 Not in IgG control
DHX15 043143IDHX15_HUMAN Pre-mRNA-splicing factor ATP-dependent RNA helicase DHX15 OS=Homo sapiens GN=DHX15 PE=1 SV=2 5 0 Not in IgG control
CCAR2 Q8N163ICCAR2_HUMAN Cell cycle and apoptosis regulator protein 2 0S=Homo sapiens GN=CCAR2 PE=1 SV=2 5 0 Not in IgG control
PSMD1 Q99460IPSMD1_HUMAN 265 proteasome non-ATPase regulatory subunit 1 0S=Homo sapiens GN=PSMD1 PE=1 SV=2 5 0 Not in IgG control
CEP350 QSVTO6ICE350_HUMAN Centrosome-associated protein 350 0S=Homo sapiens GN=CEP350 PE=1 SV=1 5 0 Not in IgG control
KIFSB P33176IKINH_HUMAN Kinesin-1 heavy chain 0S=Homo sapiens GN=KIF5B PE=1 SV=1 5 0 Not in IgG control
COPB1 P53618ICOPB_HUMAN Coatomer subunit beta 0S=Homo sapiens GN=COPB1 PE=1 SV=3 5 0 Not in IgG control
COL1A1 P02452ICOTA1_HUMAN Collagen alpha-1(I) chain 0S=Homo sapiens GN=COL1A1 PE=1 SV=5 4 0 Not in IgG control
NOLC1 Q14978INOLCT_HUMAN Nucleolar and coiled-body phosphoprotein 1 0S=Homo sapiens GN=NOLC1 PE=1 SV=2 4 0 Not in IgG control
HSPH1 Q92598IHS105_HUMAN Heat shock protein 105 kDa OS=Homo sapiens GN=HSPH1 PE=1 SV=1 4 0 Not in IgG control
NFIB 000712INFIB_HUMAN Nuclear factor 1 B-type OS=Homo sapiens GN=NFIB PE=1 SV=2 4 0 Not in IgG control
NPEPPS P55786IPSA_HUMAN Puromycin-sensitive aminopeptidase OS=Homo sapiens GN=NPEPPS PE=1 SV=2 4 0 Not in IgG control
AP2A1 095782IAP2A1_HUMAN AP-2 complex subunit alpha-1 0S=Homo sapiens GN=AP2A1 PE=1 SV=3 4 0 Not in IgG control
AHNAK Q09666IAHNK_HUMAN Neuroblast differentiation-associated protein AHNAK OS=Homo sapiens GN=AHNAK PE=1 SV=2 4 0 Not in IgG control
AP2B1 P630101AP2B1_HUMAN AP-2 complex subunit beta OS=Homo sapiens GN=AP2B1 PE=1 SV=1 4 0 Not in IgG control
DSP P15924IDESP_HUMAN Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 4 0 Not in IgG control
IMMT Q16891IMIC60_HUMAN MICOS complex subunit MIC60 OS=Homo sapiens GN=IMMT PE=1 SV=1 4 0 Not in IgG control
USPS5 P45974IUBP5_HUMAN Ubiquitin carboxyl-terminal hydrolase 5 0S=Homo sapiens GN=USP5 PE=1 SV=2 3 0 Not in IgG control
0SBP P22059I0SBP1_HUMAN Oxysterol-binding protein 1 0S=Homo sapiens GN=OSBP PE=1 SV=1 3 0 Not in IgG control
TNPO1 Q92973ITNPO1_HUMAN Transportin-1 0S=Homo sapiens GN=TNPO1 PE=1 SV=2 3 0 Not in IgG control
ABCF1 Q8NE711ABCF1_HUMAN ATP-binding cassette sub-family F member 1 0S=Homo sapiens GN=ABCF1 PE=1 SV=2 3 0 Not in IgG control
IGHG1 P01857IIGHG1_HUMAN Ig gamma-1 chain C region 0S=Homo sapiens GN=IGHG1 PE=1 SV=1 3 0 Not in IgG control
SF3A1 Q15459ISF3AT_HUMAN Splicing factor 3A subunit 1 0S=Homo sapiens GN=SF3A1 PE=1 SV=1 3 0 Not in IgG control
CLTC Q00610ICLH1_HUMAN Clathrin heavy chain 1 0S=Homo sapiens GN=CLTC PE=1 SV=5 3 0 Not in IgG control
ADD2 P35612IADDB_HUMAN Beta-adducin OS=Homo sapiens GN=ADD2 PE=1 SV=3 3 0 Not in IgG control
R3HDM1 Q15032IR3HD1_HUMAN R3H domain-containing protein 1 0S=Homo sapiens GN=R3HDM1 PE=1 SV=3 3 0 Not in IgG control
XPOT 043592IXPOT_HUMAN Exportin-T 0S=Homo sapiens GN=XPOT PE=1 SV=2 3 0 Not in IgG control
NTSC1B-RDH14 €9J2C71C9J2C7_HUMAN Protein NTSC1B-RDH14 (Fragment) OS=Homo sapiens GN=NT5C1B-RDH14 PE=4 SV=2 3 0 Not in IgG control
NAT10 Q9HOAOINAT10_HUMAN RNA cytidine acetyltransferase OS=Homo sapiens GN=NAT10 PE=1 SV=2 3 0 Not in IgG control
MYOS5C QINQX4IMYOSC_HUMAN Unconventional myosin-Vc OS=Homo sapiens GN=MYO5C PE=1 SV=2 3 0 Not in IgG control
DYNC2H1 Q8NCMB8IDYHC2_HUMAN Cytoplasmic dynein 2 heavy chain 1 0S=Homo sapiens GN=DYNC2H1 PE=1 SV=4 3 0 Not in IgG control
CCDC180 Q9P1Z9ICC180_HUMAN Coiled-coil domain-containing protein 180 0S=Homo sapiens GN=CCDC180 PE=2 SV=2 3 0 Not in IgG control
NSUN2 Q08J23INSUN2_HUMAN tRNA (cytosine(34)-C(5))-methyltransferase 0S=Homo sapiens GN=NSUN2 PE=1 SV=2 3 0 Not in IgG control
UBB POCG47IUBB_HUMAN Polyubiquitin-B 0S=Homo sapiens GN=UBB PE=1 SV=1 3 0 Not in IgG control
MYH1 P12882IMYH1_HUMAN Myosin-1 0S=Homo sapiens GN=MYH1 PE=1 SV=3 3 0 Not in IgG control
DDX23 Q9BUQ8IDDX23_HUMAN Probable ATP-dependent RNA helicase DDX23 OS=Homo sapiens GN=DDX23 PE=1 SV=3 2 0 Not in IgG control
UACA Q9BZFIIUACA_HUMAN Uveal autoantigen with coiled-coil domains and ankyrin repeats 0S=Homo sapiens GN=UACA PE=1 SV=2 2 0 Not in IgG control
KIF1B 060333IKIF1B_HUMAN Kinesin-like protein KIF1B OS=Homo sapiens GN=KIF1B PE=1 SV=5 2 0 Not in IgG control
JuP P14923IPLAK_HUMAN Junction plakoglobin OS=Homo sapiens GN=JUP PE=1 SV=3 2 0 Not in IgG control
PARP1 P09874IPARP1_HUMAN Poly [ADP-ribose] polymerase 1 OS=Homo sapiens GN=PARP1 PE=1 SV=4 2 0 Not in IgG control
DHX9 Q0821 1IDHX9_HUMAN ATP-dependent RNA helicase A 0S=Homo sapiens GN=DHX9 PE=1 SV=4 2 ] Not in IgG control
KDM1A 060341IKDM1A_HUMAN Lysine-specific histone demethylase 1A 0S=Homo sapiens GN=KDM1A PE=1 SV=2 2 ] Not in IgG control
EPM2AIP1 Q7L775IEPMIP_HUMAN EPM2A-interacting protein 1 0S=Homo sapiens GN=EPM2AIP1 PE=1 SV=1 2 0 Not in IgG control
EEA1 Q15075IEEAT_HUMAN Early endosome antigen 1 OS=Homo sapiens GN=EEA1 PE=1 SV=2 2 0 Not in IgG control
MSH2 P43246IMSH2_HUMAN DNA mismatch repair protein Msh2 0S=Homo sapiens GN=MSH2 PE=1 SV=1 2 0 Not in IgG control
CHD3 Q12873ICHD3_HUMAN Chromodomain-helicase-DNA-binding protein 3 0S=Homo sapiens GN=CHD3 PE=1 SV=3 2 0 Not in IgG control
WHAMM Q8TF30IWHAMM_HUMAN WASP homolog-associated protein with actin, membranes and microtubules 0S=Homo sapiens GN=WHAMM PE=1 SV=2 2 0 Not in IgG control
SRRT Q9BXPSISRRT_HUMAN Serrate RNA effector molecule homolog OS=Homo sapiens GN=SRRT PE=1 SV=1 2 0 Not in IgG control
LOC102724159 'AOAOB4J2ESIAOAOB4J2E5_HUMAN Protein LOC102724159 0S=Homo sapiens GN=LOC102724159 PE=1 SV=1 2 0 Not in IgG control
SF3B3 Q15393ISF3B3_HUMAN Splicing factor 3B subunit 3 0S=Homo sapiens GN=SF3B3 PE=1 SV=4 2 0 Not in IgG control
DSG1 Q02413IDSG1_HUMAN Desmoglein-1 0S=Homo sapiens GN=DSG1 PE=1 SV=2 2 0 Not in IgG control
ANXA2 PO7355IANXA2_HUMAN Annexin A2 0S=Homo sapiens GN=ANXA2 PE=1 SV=2 2 0 Not in IgG control
EPRS P0O7814ISYEP_HUMAN Bifunctional glutamate/proline--tRNA ligase 0S=Homo sapiens GN=EPRS PE=1 SV=5 2 0 Not in IgG control
PLCH1 Q4KWHB8IPLCHT_HUMAN 1| idylinositol 4,5-bi phosphodit eta-1 0S=Homo sapiens GN=PLCH1 PE=1 SV=1 2 0 Not in IgG control
PIP P12273IPIP_HUMAN Prolactin-inducible protein 0S=Homo sapiens GN=PIP PE=1 SV=1 2 0 Not in IgG control
ENO1 P06733IENOA_HUMAN Alpha-enolase OS=Homo sapiens GN=ENO1 PE=1 SV=2 2 0 Not in IgG control
TUBA1B P68363ITBA1B_HUMAN Tubulin alpha-1B chain 0S=Homo sapiens GN=TUBA1B PE=1 SV=1 2 0 Not in IgG control
NAA1S Q9BXJIINAATS_HUMAN N-alpha-acetyltransferase 15, NatA auxiliary subunit OS=Homo sapiens GN=NAA15 PE=1 SV=1 2 0 Not in IgG control
CDK17 Q00537ICDK17_HUMAN Cyclin-dependent kinase 17 0S=Homo sapiens GN=CDK17 PE=1 SV=2 2 0 Not in IgG control
ATGS Q9H1YOIATGS_HUMAN Autophagy protein 5 0S=Homo sapiens GN=ATGS PE=1 SV=2 1 0 Not in IgG control
No_GenelD AOATBOGVD1IAOA1BOGVD1_HUMAN Uncharacterized protein OS=Homo sapiens PE=4 SV=1 1 0 Not in IgG control
NUP93 Q8N1F7INUP93_HUMAN Nuclear pore complex protein Nup93 OS=Homo sapiens GN=NUP93 PE=1 SV=2 1 0 Not in IgG control
PSMD11 000231IPSD11_HUMAN 26S proteasome non-ATPase regulatory subunit 11 0S=Homo sapiens GN=PSMD11 PE=1 SV=3 1 0 Not in IgG control
CEP250 Q9BV73ICP250_HUMAN Centrosome-associated protein CEP250 OS=Homo sapiens GN=CEP250 PE=1 SV=2 1 0 Not in IgG control
TMEM26 Q6ZUK4ITMM26_HUMAN Transmembrane protein 26 0S=Homo sapiens GN=TMEM26 PE=1 SV=1 1 0 Not in IgG control
ESYT2 AOFGR8IESYT2_HUMAN Extended synaptotagmin-2 OS=Homo sapiens GN=ESYT2 PE=1 SV=1 1 0 Not in IgG control
PXMP2 QINR77IPXMP2_HUMAN Peroxisomal membrane protein 2 0S=Homo sapiens GN=PXMP2 PE=1 SV=3 1 0 Not in IgG control




GALNTS Q7Z7M9IGALTS_HUMAN Polypeptide N-acetylgalactosaminyltransferase 5 0S=Homo sapiens GN=GALNT5 PE=1 SV=1 1 0 Not in IgG control
TEAD1 P28347ITEAD1_HUMAN Transcriptional enhancer factor TEF-1 OS=Homo sapiens GN=TEAD1 PE=1 SV=2 1 0 Not in IgG control
SERPINA12 Q8IW75ISPA12_HUMAN Serpin A12 OS=Homo sapiens GN=SERPINA12 PE=1 SV=1 1 0 Not in IgG control
EIF3CL BSME19IEIFCL_HUMAN Eukaryotic translation initiation factor 3 subunit C-like protein 0S=Homo sapiens GN=EIF3CL PE=3 SV=1 1 0 Not in IgG control
IARS2 QINSE4ISYIM_HUMAN Isoleucine--tRNA ligase, mitochondrial 0S=Homo sapiens GN=IARS2 PE=1 SV=2 1 0 Not in IgG control
TNPO3 QIYS5LOITNPO3_HUMAN Transportin-3 OS=Homo sapiens GN=TNPO3 PE=1 SV=3 1 0 Not in IgG control
PTBP1 P26599IPTBP1_HUMAN Polypyrimidine tract-binding protein 1 0S=Homo sapiens GN=PTBP1 PE=1 SV=1 1 0 Not in IgG control
CDCsL Q99459ICDCSL_HUMAN Cell division cycle 5-like protein OS=Homo sapiens GN=CDC5L PE=1 SV=2 1 0 Not in IgG control
S100A8 P05109IS10A8_HUMAN Protein S100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1 1 0 Not in IgG control
COPG1 Q9Y678ICOPG1_HUMAN Coatomer subunit gamma-1 OS=Homo sapiens GN=COPG1 PE=1 SV=1 1 [} Not in IgG control
ADD1 P35611IADDA_HUMAN Alpha-adducin OS=Homo sapiens GN=ADD1 PE=1 SV=2 1 0 Not in IgG control
UBA2 QIUBT2ISAE2_HUMAN SUMO-activating enzyme subunit 2 0S=Homo sapiens GN=UBA2 PE=1 SV=2 1 0 Not in IgG control
KDM2A Q9Y2K7IKDM2A_HUMAN Lysine-specific demethylase 2A 0S=Homo sapiens GN=KDM2A PE=1 SV=3 1 0 Not in IgG control
DCD P81605IDCD_HUMAN Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 1 0 Not in IgG control
KLHL30 QOD2K2IKLH30_HUMAN Kelch-like protein 30 0S=Homo sapiens GN=KLHL30 PE=2 SV=3 1 0 Not in IgG control
DLGAP4 Q9Y2HOIDLGP4_HUMAN Disks large-associated protein 4 0S=Homo sapiens GN=DLGAP4 PE=1 SV=3 1 0 Not in IgG control
HSPA8 P11142IHSP7C_HUMAN Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 1 0 Not in IgG control
NUP107 P57740INU107_HUMAN Nuclear pore complex protein Nup107 0OS=Homo sapiens GN=NUP107 PE=1 SV=1 1 0 Not in IgG control
MATR3 P43243IMATR3_HUMAN Matrin-3 0OS=Homo sapiens GN=MATR3 PE=1 SV=2 45 9 5.00
ILF3 Q12906lILF3_HUMAN Interleukin enhancer-binding factor 3 0S=Homo sapiens GN=ILF3 PE=1 SV=3 9 2 4.50
PDCD6IP Q8WUM4IPDC6I_HUMAN Programmed cell death 6-interacting protein OS=Homo sapiens GN=PDCD6IP PE=1 SV=1 16 4 4.00
SND1 Q7KZF4ISND1_HUMAN Staphylococcal nuclease domain-containing protein 1 0S=Homo sapiens GN=SND1 PE=1 SV=1 19 5 3.80
PSMD2 Q13200IPSMD2_HUMAN 26S proteasome non-ATPase regulatory subunit 2 0S=Homo sapiens GN=PSMD2 PE=1 SV=3 7 2 3.50
XPO1 014980IXPO1_HUMAN Exportin-1 0S=Homo sapiens GN=XPO1 PE=1 SV=1 7 2 3.50
SYNE1 Q8NF9TISYNET_HUMAN Nesprin-1 OS=Homo sapiens GN=SYNE1 PE=1 SV=4 7 2 3.50
KPNB1 Q14974IIMB1_HUMAN Importin subunit beta-1 0S=Homo sapiens GN=KPNB1 PE=1 SV=2 12 4 3.00
ATP2A2 P16615IAT2A2_HUMAN Sarcoplasmic/endoplasmic reticulum calcium ATPase 2 OS=Homo sapiens GN=ATP2A2 PE=1 SV=1 6 2 3.00
HSP90AB4P Q58FF6IH90B4_HUMAN Putative heat shock protein HSP 90-beta 4 OS=Homo sapiens GN=HSP90AB4P PE=5 SV=1 3 1 3.00
KATNAL2 Q8IYT4IKATL2_HUMAN Katanin p60 ATPase-containing subunit A-like 2 0S=Homo sapiens GN=KATNAL2 PE=2 SV=3 3 1 3.00
AARS P49588ISYAC_HUMAN Alanine--tRNA ligase, cytoplasmic 0S=Homo sapiens GN=AARS PE=1 SV=2 11 4 2.75
TRIM28 Q13263ITIF1B_HUMAN Transcription intermediary factor 1-beta 0S=Homo sapiens GN=TRIM28 PE=1 SV=5 11 4 2.75
GANAB Q14697IGANAB_HUMAN Neutral alpha-glucosidase AB OS=Homo sapiens GN=GANAB PE=1 SV=3 15 6 2.50
ZZEF1 043149IZZEF1 _HUMAN Zinc finger ZZ-type and EF-hand domain-containing protein 1 OS=Homo sapiens GN=ZZEF1 PE=1 SV=6 5 2 2.50
ACTN4 043707IACTN4_HUMAN Alpha-actinin-4 OS=Homo sapiens GN=ACTN4 PE=1 SV=2 22 9 2.44
HSPA4 P34932IHSP74_HUMAN Heat shock 70 kDa protein 4 OS=Homo sapiens GN=HSPA4 PE=1 SV=4 11 5 2.20
DDX21 QINR30IDDX21_HUMAN Nucleolar RNA helicase 2 0S=Homo sapiens GN=DDX21 PE=1 SV=5 10 5 2.00
KHSRP Q92945IFUBP2_HUMAN Far upstream element-binding protein 2 0S=Homo sapiens GN=KHSRP PE=1 SV=4 8 4 2.00
SASH1 094885ISASH1_HUMAN SAM and SH3 domain-containing protein 1 0S=Homo sapiens GN=SASH1 PE=1 SV=3 4 2 2.00
ZC3H12C Q9COD71ZC12C_HUMAN Probable ribonuclease ZC3H12C 0S=Homo sapiens GN=ZC3H12C PE=1 SV=2 2 1 2.00
CSE1L P55060IXPO2_HUMAN Exportin-2 0S=Homo sapiens GN=CSE1L PE=1 SV=3 9 5 1.80
TFRC P02786ITFR1_HUMAN Transferrin receptor protein 1 0S=Homo sapiens GN=TFRC PE=1 SV=2 7 4 1.75
HNRNPU Q00839IHNRPU_HUMAN Heterogeneous nuclear ribonucleoprotein U 0S=Homo sapiens GN=HNRNPU PE=1 SV=6 12 8 1.50
HSP90B1 P14625IENPL_HUMAN Endoplasmin OS=Homo sapiens GN=HSP90B1 PE=1 SV=1 30 21 1.43
NCL P19338INUCL_HUMAN Nucleolin 0S=Homo sapiens GN=NCL PE=1 SV=3 14 10 1.40
vCpP P55072ITERA_HUMAN Transitional endoplasmic reticulum ATPase OS=Homo sapiens GN=VCP PE=1 SV=4 17 13 1.31
HSP90AB1 P08238IHS90B_HUMAN Heat shock protein HSP 90-beta OS=Homo sapiens GN=HSP90AB1 PE=1 SV=4 34 27 1.26
MARS P56192ISYMC_HUMAN Methionine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=MARS PE=1 SV=2 5 4 1.25
HSP90AAT PO7900IHS90A_HUMAN Heat shock protein HSP 90-alpha 0S=Homo sapiens GN=HSP90AA1 PE=1 SV=5 17 14 1.21
ATP1A1 P05023IAT1A1_HUMAN Sodium/potassium-transporting ATPase subunit alpha-1 OS=Homo sapiens GN=ATP1A1 PE=1 SV=1 8 7 1.14
EEF2 P13639IEF2_HUMAN Elongation factor 2 0S=Homo sapiens GN=EEF2 PE=1 SV=4 24 24 1.00
ALB P02768IALBU_HUMAN Serum albumin OS=Homo sapiens GN=ALB PE=1 SV=2 5 5 1.00
MUCSAC P98088IMUCSA_HUMAN Mucin-5AC 0S=Homo sapiens GN=MUCSAC PE=1 SV=4 2 2 1.00
DDX1 Q92499IDDX1_HUMAN ATP-dependent RNA helicase DDX1 OS=Homo sapiens GN=DDX1 PE=1 SV=2 2 2 1.00
VIMP Q9BQE4ISELS_HUMAN Selenoprotein S 0S=Homo sapiens GN=VIMP PE=1 SV=3 1 1 1.00
ASAP2 043150IASAP2_HUMAN Arf-GAP with SH3 domain, ANK repeat and PH domain-containing protein 2 0S=Homo sapiens GN=ASAP2 PE=1 SV=3 1 1 1.00
SHC1 P29353ISHCT_HUMAN SHC-transforming protein 1 0S=Homo sapiens GN=SHC1 PE=1 SV=4 1 1 1.00
CREBRF QBIURGICRERF_HUMAN CREB3 regulatory factor 0S=Homo sapiens GN=CREBRF PE=1 SV=2 1 1 1.00
FAAH2 Q6GMR7IFAAH2 _HUMAN Fatty-acid amide hydrolase 2 OS=Homo sapiens GN=FAAH2 PE=2 SV=1 1 1 1.00
HSP90AB2P QS58FF8IH90B2_HUMAN Putative heat shock protein HSP 90-beta 2 OS=Homo sapiens GN=HSP90OAB2P PE=1 SV=2 1 1 1.00
RASSF10 AGNKB9IRASFA_HUMAN Ras association domain-containing protein 10 OS=Homo sapiens GN=RASSF10 PE=2 SV=3 1 1 1.00
IGLLS B9YA064IIGLLS_HUMAN ilin lambda-like ide 5 0S=Homo sapiens GN=IGLL5 PE=2 SV=2 1 1 1.00
FAM47DP ABNHR8IFA47D_HUMAN Putative protein FAM47D OS=Homo sapiens GN=FAM47DP PE=5 SV=3 1 1 1.00
WDR81 Q562E7IWDR81_HUMAN WD repeat-containing protein 81 OS=Homo sapiens GN=WDR81 PE=1 SV=2 3 4 0.75
CEP350 QSVTO6ICE350_HUMAN Centrosome-associated protein 350 0S=Homo sapiens GN=CEP350 PE=1 SV=1 4 6 0.67
LAMB1 P07942ILAMB1_HUMAN Laminin subunit beta-1 OS=Homo sapiens GN=LAMB1 PE=1 SV=2 2 3 0.67
LPIN3 Q9BQKBILPIN3_HUMAN Phosphatidate phosphatase LPIN3 0S=Homo sapiens GN=LPIN3 PE=1 SV=3 1 2 0.50
TRAP1 Q12931/TRAPT_HUMAN Heat shock protein 75 kDa, mitochondrial 0S=Homo sapiens GN=TRAP1 PE=1 SV=3 1 2 0.50
MECOM Q03112IEVIT_HUMAN MDS1 and EVI1 complex locus protein EVIT 0S=Homo sapiens GN=MECOM PE=1 SV=2 1 3 0.33
VPS35 Q96QK1IVPS35_HUMAN Vacuolar protein sorting-associated protein 35 0S=Homo sapiens GN=VPS35 PE=1 SV=2 0 1 0.00
KTN1 Q86UP2IKTNT_HUMAN Kinectin 0S=Homo sapiens GN=KTN1 PE=1 SV=1 0 5 0.00
RAB3GAP1 Q15042IRB3GP_HUMAN Rab3 GTPase-activating protein catalytic subunit 0S=Homo sapiens GN=RAB3GAP1 PE=1 SV=3 0 2 0.00
NDUFS8 000217INDUS8_HUMAN NADH dehydrogenase [ubiquinone] iron-sulfur protein 8, mitochondrial 0S=Homo sapiens GN=NDUFS8 PE=1 SV=1 0 1 0.00
EEF1A2 Q05639IEF1A2_HUMAN Elongation factor 1-alpha 2 0S=Homo sapiens GN=EEF1A2 PE=1 SV=1 [} 1 0.00
HJURP Q8NCD3IHJURP_HUMAN Holliday junction recognition protein OS=Homo sapiens GN=HJURP PE=1 SV=2 0 2 0.00
ALDH18A1 P54886IP5CS_HUMAN Delta-1-pyrroline-5-carboxylate synthase 0S=Homo sapiens GN=ALDH18A1 PE=1 SV=2 0 2 0.00
EVIS 060447IEVIS_HUMAN Ecotropic viral integration site 5 protein homolog OS=Homo sapiens GN=EVIS5 PE=1 SV=3 0 3 0.00
C11orf84 QI9BUA3ICKO84_HUMAN Uncharacterized protein C110rf84 0S=Homo sapiens GN=C110rf84 PE=1 SV=3 0 2 0.00
FAHD2A Q96GK7IFAH2A_HUMAN Fu hydrolase d g protein 2A 0OS=Homo sapiens GN=FAHD2A PE=1 SV=1 0 2 0.00
IQCH Q86VS3IIQCH_HUMAN IQ domain-containing protein H 0S=Homo sapiens GN=IQCH PE=2 SV=2 0 1 0.00
SBF1 095248IMTMR5_HUMAN Myotubularin-related protein 5 0S=Homo sapiens GN=SBF1 PE=1 SV=3 0 2 0.00
ADHS P11766lADHX_HUMAN Alcohol dehydrogenase class-3 0S=Homo sapiens GN=ADHS5 PE=1 SV=4 0 1 0.00
ACTB P60709IACTB_HUMAN Actin, cytoplasmic 1T 0S=Homo sapiens GN=ACTB PE=1 SV=1 0 2 0.00
TN Q8WZ42ITITIN_HUMAN Titin 0S=Homo sapiens GN=TTN PE=1 S 0 27 0.00
PKN2 Q16513IPKN2_HUMAN Serine/threonine-protein kinase N2 0S=Homo sapiens GN=PKN2 PE=1 SV=1 0 2 0.00
ICK ‘Q9UPZ9IICK_HUMAN Serine/threonine-protein kinase ICK 0S=Homo sapiens GN=ICK PE=1 SV=1 0 2 0.00
RPS27A P62979IRS27A_HUMAN Ubiquitin-40S ribosomal protein S27a OS=Homo sapiens GN=RPS27A PE=1 SV=2 0 2 0.00




C170rf53 Q8N3J3ICQO53_HUMAN Uncharacterized protein C170rf53 OS=Homo sapiens GN=C170rf53 PE=1 SV=1 0 2 0.00
YDJC A8MPS7IYDJC_HUMAN Carbohydrate deacetylase OS=Homo sapiens GN=YDJC PE=1 SV=1 0 2 0.00
FER P16591IFER_HUMAN Tyrosine-protein kinase Fer 0S=Homo sapiens GN=FER PE=1 SV=2 0 1 0.00
GPR68 Q15743I0GRT_HUMAN Ovarian cancer G-protein coupled receptor 1 0S=Homo sapiens GN=GPR68 PE=1 SV=1 0 1 0.00
UBA3 Q8TBC4IUBA3_HUMAN NEDD8-activating enzyme E1 catalytic subunit 0S=Homo sapiens GN=UBA3 PE=1 SV=2 0 1 0.00
IRAK2 043187IIRAK2_HUMAN Interleukin-1 recept i ki like 2 0S=Homo sapiens GN=IRAK2 PE=1 SV=2 0 4 0.00
LRMP Q12912ILRMP_HUMAN Lymphoid-restricted membrane protein 0S=Homo sapiens GN=LRMP PE=1 SV=3 0 3 0.00
SRP72 076094ISRP72_HUMAN Signal recognition particle subunit SRP72 0OS=Homo sapiens GN=SRP72 PE=1 SV=3 0 1 0.00
TUBATA Q71U36ITBATA_HUMAN Tubulin alpha-1A chain 0S=Homo sapiens GN=TUBA1A PE=1 SV=1 0 2 0.00
MTFR1L Q9HO19IMFR1L_HUMAN Mitochondrial fission regulator 1-like OS=Homo sapiens GN=MTFR1L PE=1 SV=2 0 1 0.00
CAP2 P40123ICAP2_HUMAN Adenylyl cyclase-associated protein 2 0S=Homo sapiens GN=CAP2 PE=1 SV=1 0 1 0.00
LILRB4 Q8NHJ6ILIRB4_HUMAN Leukocyte immunoglobulin-like receptor subfamily B member 4 OS=Homo sapiens GN=LILRB4 PE=1 SV=3 0 1 0.00
TBC1D8 095759ITBCD8_HUMAN TBC1 domain family member 8 0S=Homo sapiens GN=TBC1D8 PE=1 SV=3 0 4 0.00
DUSP28 Q4GOW2IDUS28_HUMAN Dual specificity phosphatase 28 0S=Homo sapiens GN=DUSP28 PE=2 SV=1 0 1 0.00
SPECCTL-ADORA2A F8WANTIFBWAN1_HUMAN Protein SPECC1L-ADORA2A OS=Homo sapiens GN=SPECC1L-ADORA2A PE=4 SV=2 0 3 0.00
SNAIT 095863ISNAIT_HUMAN Zinc finger protein SNAIT OS=Homo sapiens GN=SNAIT PE=1 SV=2 0 1 0.00
CD163L1 QINR16IC163B_HUMAN Scavenger receptor cysteine-rich type 1 protein M160 OS=Homo sapiens GN=CD163L1 PE=1 SV=2 0 2 0.00
CHRNA10 Q9GZZ6IACHTO0_HUMAN Neuronal acetylcholine receptor subunit alpha-10 0S=Homo sapiens GN=CHRNA10 PE=1 SV=1 0 1 0.00
CDK16 Q00536ICDK16_HUMAN Cyclin-dependent kinase 16 OS=Homo sapiens GN=CDK16 PE=1 SV=1 0 2 0.00
CARS P49589ISYCC_HUMAN Cysteine--tRNA ligase, cytoplasmic OS=Homo sapiens GN=CARS PE=1 SV=3 0 1 0.00
FLG2 Q5D862IFILA2_HUMAN Filaggrin-2 0S=Homo sapiens GN=FLG2 PE=1 SV=1 0 1 0.00
PATL2 C9JE40IPATL2_HUMAN Protein PAT1 homolog 2 OS=Homo sapiens GN=PATL2 PE=1 SV=1 0 1 0.00
INF423 Q2M1K9IZN423_HUMAN Zinc finger protein 423 OS=Homo sapiens GN=ZNF423 PE=1 SV=1 0 1 0.00
CANX P27824ICALX_HUMAN Calnexin OS=Homo sapiens GN=CANX PE=1 SV=2 0 7 0.00
TRIM21 P19474IR0O52_HUMAN E3 ubiquitin-protein ligase TRIM21 OS=Homo sapiens GN=TRIM21 PE=1 SV=1 0 1 0.00
PAICS P22234IPUR6_HUMAN Multifunctional protein ADE2 OS=Homo sapiens GN=PAICS PE=1 SV=3 0 1 0.00
XRCCS P13010IXRCCS_HUMAN X-ray repair cross-complementing protein 5 0S=Homo sapiens GN=XRCCS PE=1 SV=3 0 3 0.00
TRIM25 Q14258ITRI25_HUMAN E3 ubiquitin/ISG15 ligase TRIM25 OS=Homo sapiens GN=TRIM25 PE=1 SV=2 0 2 0.00
BRCA1 P38398IBRCAT_HUMAN Breast cancer type 1 susceptibility protein 0S=Homo sapiens GN=BRCA1 PE=1 SV=2 0 1 0.00
HSPAS P11021IGRP78_HUMAN 78 kDa glucose-regulated protein OS=Homo sapiens GN=HSPAS PE=1 SV=2 0 1 0.00
ATG16L2 Q8NAA4IA16L2_HUMAN Autophagy-related protein 16-2 0S=Homo sapiens GN=ATG16L2 PE=1 SV=2 0 2 0.00
CCDC88A Q3V6T2IGRDN_HUMAN Girdin 0S=Homo sapiens GN=CCDC88A PE=1 SV=2 0 1 0.00
Cys-GrB-Fc-RSPO1 AOA024R160IA0A024R160_HUMAN Cys-GrB-Fc-RSPO1 OS=Homo sapiens GN=Cys-GrB-Fc-RSPO1 PE=3 SV=1 0 3 0.00
PFKL P17858IPFKAL_HUMAN ATP-dependent 6-phosphofructokinase, liver type 0S=Homo sapiens GN=PFKL PE=1 SV=6 0 3 0.00
AMHR2 Q1667 11AMHR2_HUMAN Anti-Muellerian hormone type-2 receptor 0S=Homo sapiens GN=AMHR2 PE=1 SV=1 0 1 0.00




